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Abstract: With the development of molecular and quantitative genetics and its related subjects,it made a great pro-

gress on the research about animal genetic marker—assisted selection (MAS). There were also some successful ex-

amples on the application of MAS to animal genetic improvement. The statistical method which using phenotypic,

pedigree and genetic marker information to predict individual breeding values has already been developed. Many a-

chievements were obtained from the researches, which carried on MAS relative efficiency and its affecting factors and

selection schemes. The present paper reviewed some progresses of MAS research and discussed some problems about

MAS application to animal breeding.
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e, Horb 32 B 48 B0k #1: (index selection) TR & e P AR
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i RAEUHE .M, R SARICAE SR BT A QTL btk & & A, X
%> T {87 (net molecular score),b, Fl b, 55k P, il
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age disequilibrium) , AT REAR AR 1058 B BESE O FE T . 1996 4F
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1R S R Ll ML e 2 31 O 86 TE R B A R L AT R
AR PR E B HE B PR . TR I T AR T B B B R B R B
SR L B3 A PR AR R BR . DT e AT R B
i AT 24 A T R R R e 3 R L AT R TR 2 T Y 50

AR DR 07 30 1 3 4% 000 IR B A T I A e T

R E T30 W bR e il B BE B B AR AL T g A 5 B
BLARREA T — s s B, 7R L BB Chalo-
thane, HAL) KA M i & Z /& (estrogen receptor, ESR) 3 [A
1) DNA FRICHI O SEF Mg rh i . 36 E PIC 24w F
JH DNA Ric £ AR B H & Fi e 0 90 b BURCEE H, i 5 H st
o A Je Y 420~ 1620 K 2 0, [m) B 7 & 5 1 1A R A A5 3
TS O s AT ESR R BB AR O BE R R B
FEECT AL AP B B L R R R T 3000, B SR RO BE B A
I J5 AR A B B 5% 1 SF 285 7 A7 Bl A W] 2 19 42 75 (Roths-
child and Plastow,1999, [ b %% %}) . [E b L A% & 2
A 7E I DNA ARic 5 R Bl B pa o PbR 55 75 a7 R T
P, #RECAS T B & A 2 Y e o R b, 2R BN
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ELE LT AT PR .

Rt & 45 I B Wy B AT R R A TF R I 2 & B &
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1E & i F hric Bl B i 2 5 5 9 1 w5 45 [ Y Bl
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