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Studies of Microsatellite Isolation from Porcine PAC Clone

GAO Jun',REN Jun',CHEN Ke-Fei' , HUANG Lu-Sheng',Bertram BRENIG?
(1. Jiangxi Provincial Key Laboratory for Animal Biotechnology ,JAU, Nanchang,330045,China;

2. Institute of Veterinary Medicine sUniversity o f Goettingen s Goettingen,37073 ,Germany)

Abstract: A novel microsatellite DNA was isolated from a single porcine PAC clone by sequencing the PAC clone di-
rectly with (CA), repeat motif anchored primer. The specific primer pairs flanking the (CA), repeat region were
used to amplify the genomic DNA of 40 individuals from 8 pig breeds,which detected three alleles with the fragment

length of 305 bp,307 bp and 309 bp. The PCR product sequencing results of homozygous animals representing three

alleles revealed that those three alleles contained 12,13 and 14 CA dinucleotide repeats respectively.
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Table 1 Polymorphisms of the novel microsatellite DNA
st Bl Ak P B CA HE K i i Ak R B CA HERE
Breed No. Amplified Number of Breed No. Amplified Number of
fragment CA repeat fragment CA repeat

1 305bp/305bp 12 1 305bp/307bp 12/13
2 305bp/305bp 12 2 305bp/305bp 12
woo 3 305bp/305bp 12 J 3 307bp/307bp 13
Wild pig 4 305bp/307bp 12/13 Pietrain 4 305bp/305bp 12
5 305bp/305bp 12 5 307bp/307bp 13
1 305bp/305bp 12 1 305bp/305bp 12
KA 2 305bp/307bp 12/13 FFAEAR 2 305bp/305bp 12
Large 3 305bp/305bp 12 JN TR 3 305bp/305bp 12
White 4 305bp/307bp 12/13 Goettingen 4 305bp/305bp 12
5 305bp/305bp 12 Minipig 5 305bp/305bp 12
1 305bp/307bp 12/13 1 305bp/305bp 12
2 305bp/305bp 12 2 309bp/309bp 14

K 3 305bp/305bp 12 Schwabisch 3 305bp/309bp 12/14
Landrace 4 305bp/307bp 12/13 -Hallisches 4 305bp/305bp 12
5 305bp/305bp 12 5 305bp/305bp 12
1 307bp/307bp 13 1 307bp/307bp 13
2 307bp/307bp 13 2 305bp/305bp 12
E3=1 3 307bp/307bp 13 Bunte 3 305bp/305bp 12

Hampshire 4 307bp/307bp 13 Bentheimer 4 305bp/307bp 12/13
5 307bp/307bp 13 5 305bp/305bp 12
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