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GSDS: a gene structure display server
GUO An-Yuan, ZHU Qi-Hui, CHEN Xin, LUO Jing-Chu

Center for Bioinformatics, Peking University, Beijing 100871, China

Abstract: We developed a web server GSDS (Gene Structure Display Server) for drawing gene structure schematic dia-
grams. Users can submit three types of data CDS and genomic sequences, NCBI GenBank accession numbers or Gls, exon
positions on a gene. GSDS uses this information to obtain the gene structure and draw diagram for it. Users can also desig-
nate some special regions to mark on the gene structure diagram. The output result will be PNG or SVG format picture. The
corresponding sequence will be shown in a new window by clicking the picture in PNG format. A Chinese version for the
main page is also built. The GSDS is available on http://gsds.cbi.pku.edu.cn/.
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Gene Structure Dlsplay Server (GSDS) is a web server for drawing gene structure schematic diagram GSDS can mark
special regions (eg:domains) and intron phase in the displayed diagram. It can deal with batch genes once and the output
graph is various including SVG format.

Users can choose to one of the following 3 data types:
1) CDS and genomic sequences @ 2) GenBank accession(s) or gil(s) @ 3) Exon Position and gene length @

(® required @ optional)

The CDS sequence and the genomic sequence of the same gene must use the same sequence ID in fasta file

@ CDS sequences (Fasta @): @ Genomic sequences (Fasta @)
Load file:| Load file:
or paste data: or paste data:

@ [ Mark Special Region(s) (Format: ID start end @)

@ H output Order (sorted by IDs)@

@ Image Format @: PNG « @ Image Color: Color v
@ Intron Phase on Image: Yes » @ Image Width: 1000 | Pixels(500< Width <5000)
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Fig. 1 ser Interface of the gene structure display system
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Fig. 2 The gene structure of five members of the WRKY transcription factor family generated by GSDS

A: The GSDS output of the gene structure; B: Edited with desktop computer graphics tools. Gene IDs (e.g. BK005038) are shown at the left. The green
boxes denote exon, the blue lines show UTR and the black lines represent intron with intron phase shown as digits (0, 1, 2). The red boxes defined by
user show special domains. The colors can be changed using desktop tools, e.g. the two yellow boxes of 5 “ferminus WRKY domain of BK005028,

BKO005073, the black box located at the first exon of BK005038.
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