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Genetic Polymorphisms of Human Short Tandem Repeat vWA
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Abstract: We researched the genetic polymorphisms of vWA in Henan population and its usfulness in forensic sci-
ence. DNA extracted from non—relative persons in Henan population with Chelex was amplified by polymerase chain
reaction and was typed by nondenaturing polyacrylamide gel electrophoresis silver staining. A total of 8 alleles and 19
genotypes were found in Henan population,its heterozygosity is high and the locus can be used in forensic genetics.
We obtained the allelic frequency of the locus vWA in Henan population. The results of amniotic fluid, villus, blood
stain indicate vWA is a good locus for forensic study.
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Table 1 Genotypes distribution of vWA in Han

population in Henan province

Allele Genotype (& [K %)

CHEAL LD 13 14 15 16 17 18 19 20
13 1
14 12 5 18 22 18 9 1
15 1 2 2 3
16 g 12 13 3 1
17 11 11 9 1
18 15 6
19 3
20

f 7 3 I M

1 STR EFEJE vWA BikHERK
M ARAESF #I M 51~9:13/14,14/15,14/16,15/18,14/14,16/16,14/16,14/14,14/14,

Fig.1 Result of yYWA typing electrophoresis
Lane M:human allele ladder;lane 1~9.13/14,14/15,14/16,15/18,14/14,16/16,14/16.,14/14,14/14.
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Table 2 Frequency of vWA alleles in Han population

in Henan province

Allele 13 14 15 16 17 18 19 20

Size(bp) 126 130 134 138 142 146 150 154
Number 2 97 13 64 79 80 36 3
Frequency 0.0053 0.2594 0.0348 0.1711 0.2112 0. 2139 0.0963 0. 0080
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Fig. 2 vWA evolution sysmetic tree of 6 ethnic groups
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Table 3 Gene frequency Comparison of

vWA in 6 ethnic groups

Han Han Blk Cau Seh Swh
(Henan) (Chengdu)
GAIR OREB (EFH G (M Qg
Wi D EYN KO WWHAF IO F IO
11 0 0 0.003 0 0 0.002
* 13 0.005 0. 004 0.006 0.005 0. 004 0. 000

* 14 0.259 0.232 0.067 0.102 0. 069 0.062
* 15 0.035 0.012 0.236 0.112 0.100 0.076
* 16 0.171 0.157 0.269 0.202 0.269 0. 360
* 17 0.211 0.302 0.183 0.263 0.304 0.222
* 18 0.214 0.182 0.136 0.222 0.188 0.195
* 19 0.096 0.099 0.072 0.084 0. 050 0.071

* 20 0.008 0.012 0.028 0.010 0.017 0.012
Total 374 250 360 392 480 406
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Table 4 * test of vWA allelic gene frequency distribution

of in 6 ethnic groups

Han Han Blk Cau Seh Swh
(Henan) (Chengdu)

Gl Q7% (EH G (M (V5 BE

W DR RO KN WIF N F IO

1 =9.86 4 =118.48 4> =45.48 4>=86087 y>=85068
df=7  df=8  df=7  df=7  df=8
P>0.05 P<0.05 P<0.05 P<0.05 P<0.05
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