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The Gene Expression Pattern o NAD-IDH Subunit 1 during the Development o
Pollen and Seed in Brassica napus
CHEN Xi-Wen, CHEN De-Fu ", CHEN Hai-Lang

( Cdlege d Life Sdences, Nankai University, Tianjin 300071, China)

Absiract : NAD *-isocitrate dehydrogenase is a nudl ear-encodi ng enzyme resding in mitochondria The enzyme in Brassica
napus is composed o three subunits encoded by three genes dedgnated as BnidhO , Bnidhl and Bnidh2. Inthe earlier work
we have found that the sequence o Bnidhl cloned from Shaan 2A and Shaan 2B is not conrpletely honology. There was a
deletion exigingin 14 %- 33 % d Bnidhl clone. In order to further undergand itsfunction and its relation with the agro-
momica characters, RNAs a dfferent developmentd sages of pollens and seeds in Brassica napus were used to sudy the
gene expresson of NAD-IDH subunit 1. The resultsind cated that NAD- IDH ecific activity both in pollens and seeds were
higher than in leaves The NAD- IDH gecific activity showed a paralolic curve like chang ng pattern during the process of
pollen or seed development (Fig. 1, Fig 2). Tha was conpletely coincident with the changing pattern of the expressed
mMRNA amount , which was detected by quartitative dot hybridization and quantitative RFPCR (Fg. 3, Fg. 4) . It suggedt-
ed that the gene expresson of NAD-IDH both in pollens and seeds was regulated by the level of mRNA. The sgnificant dif-
ference of ledf NAD- IDH specific activitieswas occurred in dfferent cultivarsor lines Topas had the highest gecific activi-
ty with 1. 22 U/ mg protein , while Ken CL had redively lower goecific activity with Q. 96 U/ mg protein and Shaan 2B had
the lower ecific activity with 0. 57 U/ mg protein and Shaan 2A had the lones gecific activity with 0. 38 U/ mg protein
(Table 1) . But the difference was not caused by the expressed mRNA anount (Fig.- 5) . Thus the expresson of NAD-IDH
inled was reguaed by podtranscriptiond mechanism The agroromica characters dfected by NAD- IDH were d o dis
cusxd in this pgper.
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2A Shean 2A 0.38D 39.6 , ,
2B Shaan 2B 0.57C 59.4
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