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REBEFBEFEHXTHIL BT
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(WA RFEYER, BEF  610064)

N

(N EAHIFAF], BB 610041

BE ZCRHERE Bombyx mori IEEE S BrdU 454 FPG (fluorochrome photolysis Giem-
sa) BHWHYE, UEHRAIMY, AR RAHRBFLSRTHREEEHFT. BTLTS
PMARAEEA K, BRI —48 DNA & 5 B E Hl77 5 58 /5 » B BrdU £ A DNA & M#
Bt A BT RE, ATal=AEH R, . BE#MH Y, BrdU BAREE, MEERERLS
e ik EH B KEBRRPEFLHREHT . G REKEEHMBHTIRE, BT
BESHERBEMERXS; WE BrdU BARENIEE, REakELSOHARREE. £8
ML, i E A £ S HIDNA BB A BrdU, HA R AN B URRHFLINE,
o2 s CEE B R €7 3 SR N e S N e e R e 0 R

X®iE KE, RAK, T

K& Bombyx mori BRI KRG F SN (1894), FEE A FRIEE, Tib#ERE
R, REEBEH R 2N=56, BEEF T AR SGHE, BEGIRBHFY PR ERK, I
AIHERIFE. R, 25 Rk, IAMRERLSRITHRAAYHARERHIRA: K
HEPPRREEES/D, HEZ; REAEKELNREGHE, BRBEELRN, REKEH—
HEBRREBRR; FESREKERNKE FEEEHA L . RBEFL RN EAKH
FeoktE, (15 RIS AT LA K &5 gL 6 (4 (6] 0 HE#S X7 8 SM R E .

REZEMHEHEHEAR, G-, Q. C-H. R-1. Ag-NORs &1 70 FRPEES
KEXWA Y FER) ZEMEAMNHE, ATWEPAN., IR EREEY BHHFRILE
ZAY, XTEMEB T RXEMRBELHREATR.

FH BrdU EHRES B, 44 FPG ({luorochrome photolysis Giemsa) BHH AR, B
WHINHIRTG T R F R ER L R PRI, HREF SR EET R #
Yefa (AL, BT R, . A HIE AR, VSRR T RERGEKNE HIFE. ¥
TR E HH M AF R AU RERFERAAEX R &S RE RN KR THKE, W
HY¥REEEEM,. EHEREBARREFHRATRAGEENERMLEREL. F
B AES BrdU B 5 R HW B RER B ARER AR ek BHHRMEE.
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1 #MREF®
1.1 CEHE

KB ARF 5 Bohm, BFhk 782734, HW)IE=4EEMIGERM,
1.2 SLBFHX

1.2.1 S-R-2'-FRESRERE (BrdU, Sigma ARIBAL) EEES U RBOKMELE: B
K& AW, s INBER-EHSH (F, 2 50 R), BEEMRELE BrdU ALK F
(BrdU F &K 0.5 mg/g BEE), ¥ 2h )5, BEHBEELEAFKKAME 0.1 mL (0.1
mg/mL) b3 12 h,

1.2.2 BN PHREEKGH S BRBEMEIF, BULM., BAERHRE, BT 0.65%
Ak, WBREREBEAERENBHAR. REWERRE FRESOSKEF,
A 5 mL 0. 4%KCl, RFEZMFEZHKESH. KB 10~15 min 5, MAFERHOES
W (RS : KEEBR=1:1 (v:v)) 1 mL, HEE 5 min J§, BEAELEF, 1500 r/min
.0 10 min, 2 L&, FIA M UTEE A e H 0 E € ¥ 5 mL, Bl & 20 min, 1 000 r/min
B0 10 min, % b¥E, REMRITE. MEEARKEEE. B0 3K, BRISHEAKRT
WHIMADLFEER, RS, #RAKSH, HTFEAHHF L. 5T,

1.2.3  EHlHHBR R H & R AR, B A 0. 1 % #y Y BEsE H (A 0. 067 mol /L,
pH 6.8 BB FRIL B M B, 43 10~15 min, FHEFRA, H 0.067 mol/L (pH
6. 8) MBEBREL R VA B 3 K, BT )5, BRBEHET 45 C~50CKIBRITHIBEREN,
MAREEA L, A 2XSSC (& 0.3 mol/L NaCl, 0.03 mol/L ¥EEEEGN), i 2XSSC #&
B F. LB 30W EAMTH &, BHFEER K 5~10 cm, FESTEHE] K 30~40 min, R4
TR, B3, AXREKERSE R, BT . A 20%Giemsa ¥t 8 15~20 min, HKf
%, BT, g, M,

1.2.4 EEEME. A 20% Giemsa $eff 15~20 min, FAKmMPE, BT, &K.

2 ER55H

2.1 RELEHEHIN RIS

BrdU 57 14 2 1 <7 76 M I W 0 4% 15 25014 BrdU 72 DNA & it B eh 948 A fl Br-
dU # A5 DNA K B X BrdU A DNA K B3t 8 700 4b 3 LR R 49 B €34
Hit bR, ARERFREHN FPG BHHARMBR GRS, BrdU SRS EE S B
He R IR 22 5, TR gk BrdU B AR M S ik A B IR ER B R Ak R BRI
TR AR OB A

S #I DNA & R — AR EHAMER, A DNA &R BUERTEREZS.
BrdU 7€ S $i#8 A\ BHE B9 280, ¥k 52 BrdU FRssfbmy i B DL R PRI B B/, B
BrdU e a1k %5 FPG B H ARG, 5] 74 1 55 BrdU A\ BHRIAR R 5 ) Al ,
SR B M R A e 4 Y B SRR RS

BRACK LB R AE IR — B i8] (B B AR I TE A B YR ERY BrdU, (Bl FEMPAA 24
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SURE 0 L3632 L R, T BrdU 48 A S 1400 DNA 400350 B 69 B TR 7 R AR
M. 4295 BrdU A S 1 DNA & Bt AR E , AIEHEAEO 50 5. 50 b i
THMI= B, BT RAERER G L SIS TR 0 5 L
= R
2.1.1 REHE. BREMAEH BrdU BANE RS DNA B, A ke H
J ¥4 DNA W7 BrdU A MHLS 2k S 5e R B 69, AT BIE A BrdU KRB A
DNA W4, [T BAFH AR S , RATER S ok E 2B AT RUR S, RIBA Br-
dU # e i BYE 82 R 52 DNA B, RTINS0, SRR 55 .
2.1.2 FEHH: 215 S HI DNA EH A, BrdU A BRKIRMER (dT), # A DNA
SRR, RATEREE EHIRRRE LB, &l R R,
2.1.3 WS MIE A AT DNA S, (U4 4 DNA {352 % . Jt%] BrdU
BB H IR TE R fa 0 b H B HOR AR K . R FB A BrdU #9306 b B R SR
K, R e

08, 4 BrdU $BA S BIRHELA KRS H 5L o, BB, LR A R 4
KR B R, (R RR AR BrdU BANES GRRK) 2 S HlkE
#18 DNA 355, ¥ BrdU BABREARS R 12 S HE M DNA 5
o, BAEHEE X,

2.2 RERGBHE. F. BEHENEESSUSE

2.2.1 AEFILIES, BARESHFYIE BrdU BARAK DNA &, BIE§RE K
FHBA BRSO EE EEI T KERNREXKR RS SR akihE . 5
HHMBH LT, AS—REANEHARZLRAS, EHEFDLANEER. W
No. 3, No. 4. No. 7. No. 12, No. 14, No. 15, No. 26 J:a{kEH M BFEI K
RS, TUEREAR —. FR. PRl PEs IR AR (B R )
(I DNA FrBr). X3 B Bt fa bk 304> DNA 88 SIS MeE4T . TZE 55 b —Be i fa fk
# No. 5, No. 18, No. 21 JefaihfE LI BRI K38 F 2 WY, (UEHRDTA KR
I N RS XA RERE XL EA R R Ak R TR T DNA XI5 H , Tl
B R4 DNA J BURTE BrdU A\ HS A4 5 i AN e ik DNA i #1 . 5
AP EAN XN TR EHREWFSRE. BERXESSREKRERTHNBEE
BIRE S RIS R FAHSURE, TR SREEmS XS BRI,

2.2.2 EHFHHBBA BrdU, SHOREERIATRLEH . FRFUEBE L —F
W EEEE (EARERERLES H T BrdU 7658 5 B8 AT 8 — 25 414 0 5%
SRR . (B B HI A PET, BrdU BB HS , ek ERHSRHRD, B
R KIRPE— P K, TP KRN BE— S5 (ERI: a. b),

2.2.3 BEHIWAIRIE: BF BrdU B A S IR 1R, BT Sk b B B S i
B, REFLEIRSE, EREHRKR EIREEE0 —Ha8h T — skl —
WEFR, WS EPF R E kP EEE PR, E S BRI A BrdU, 0
KSR EEBETRER, WERNDIREEK D ERERRERKER, hERERGEEL
BMEH NS @RI o d),



240 B L::4 ¥ #H 41 %

HAT, S ABRBHE, AR AERARK.

2.3 BrdU X&)% m

BrdU B AFHAREKIT, REBHHALE, £ Gemsa )5, HWEEE—LLRE
R LSS, THAERPHRAE ERAB IS . EXFHFICERR,
MEERR, FHAEHTRAEEMNGRKEME.
3 itig
3.1 REFEHFSERHFEE

REREEBERKZHADY R EE DML, KBRS E PR AERT T4H,
HMEHELES, BHFLAT, AHRETHFRITWRT . BERAKKSER
BRI, SeagiRgckAE, WREAKA/D, BHMHEK, BARGEMFL. KLk
BEE, FERAEABREHAREESMUAIERESERTASBRMERZ —, RITYE
FH Q-8B , CMA:/DA/DAPI ZE %3, T-BHELMBTHRALERERA
&, BRMEER LB SRR 2|, SUER KRB EI—%at,
X BHHARBEE SEEMA E AT 5 GC BEMNEFEMAAH L. XTERHRE
Rk ERESAHXBHEERARZHWALEE.

Bh, RBREE NTRBVESE 2k a4k (holocentric chromosome) , NGB —F 22
%I (monocentromere) R ikFEE, HHEMMRGR, FmMEELEEAESRPHE
LRI NEBRREFTRR, INFEEOEKEMNEXSERBREEE, BEBWHE
T o fR 4 B AR 23 BT SRR OR R ME

fxt EREE, BVEATRERELCEKSEEHHEARLCERRE. RERBUSHITH
Lefafhpy ot WA, EHIRAKREYHKE. FNELAREY KR AT ML,
REBE U BHF L, BINFLENHEEESR.

3.2 BHEETHERRBEEHREFARHEYLFR

g kit BEVRAE , BRPEIRBOK ML R B R M L4, F Z# DNA FrRikss
EY RN, BRIRERKRGERNART®R. IXWHEEF BrdUY, AMD™, %
B % A (distamycin, DAY, WYBER (acridine orange, AQ) %,

AR L5 BT R AW BedU — 4 EAE N X144 A DNA £, AT AHFR DNA &
WEENWRICY, B—FHEH, TE SR EEREKEEXERS, B A BrdU 1 X85
KB A BrdU B KIS RE LS,

A BrdU ARk, 4 A0 Befa, EHOCRG S, AEREREWAT &4
RO S5®REHEBrdU EE&K)Z MM E R HLE, B RRAVEWH S TR BRRH
BrdU /& ES 4 & FPG BB AR BRER T AR AMRRBHARBELHERFER.

it ETRPBIAFRWERFAEUR=GEBHGTRR . OLURBF BH K I3 4F
BEH .
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PRIMARY STUDIES ON REPLICATION BANDING
PATTERNS OF SILKWORM (BOMBYX MORI)
CHROMOSOMES

Wang Yajun Wang Xizhong Li Juan Wang Zishu
(Department of Biology, Sichuan University, Chengdu 610064)

Yang Biao
(Silkworm Egg-breeding Company of Sichuan Province, Chengdu 610041)

Abstract The mitotic chromosomes of silkworm Bombyx mori are prepared from go-
nads of fourth or fifth instar larvae 14 h after BrdU (5-bromo-2'-deoxyuridine) solution
has been injected into the silkworm hemolymph. With the fluorochrome (FPG) banding
technique, the replication banding patterns of silkworm mitotic chromosomes during the
early, mid and late replications are successfully demonstrated. When BrdU incorporates
into DNA synthesis early, the early replication banding pattern, showing large light-
stained area on most chromosomes, can be observed. According to the characteristics of
replication bands in each chromosome, homologous chromosomes can be identified;
When BrdU incorporates into DNA synthesis at mid-way, the mid replication banding

pattern, which displays more bands, can be observed; When BrdU incorporates into
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DNA replication very late, only a few light-stained bands can be found near the terminal
or middle area of some chromosomes. This kind of pattern is classified as late replication

bading pattern.

Key words silkworm, chromosome, replication banding pattern
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