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Abstract : The growing availahility of EST sequences from wheat provides a potertia va uable source of new SSR markers
Inthis gudy, 444 SSRESTs from 10 380 ESTs in the Internationd Triticeae EST Cooperative (ITEC) daabase,
representing 4. 1 % of the total number of ESTswere identified Anong them, 34 dinucleotide repeats and 347 trinucl eotide
repeats were found , acoountingfor 7. 7 % and 78. 0 % of the totd SSR ESTs regpectively. 135 ¢SSR primers were dedgned
to sequence flanking SSRsfrom 175 selected SSR ESTs, of which 82 primers were dficient in wheat. 32 of the 82 ¢SSR
primers were located on 18 wheat chronbsomes except for 2D, 4B and 4D of 21 wheat chronosomes
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The cSSR primer based on BE517115 was located on chromosome 5D
1-N1ATIB; 2N1BT1A; 3NIDTIA; 4N2AT2B ; 5N2BT2A ; 6-N2DT2A ; 7-N3AT3B; 8N3BT3D; $N3DT3A ; 10-N4AT4B ; 11-N4BT4A ;
12-N4DT4A ; 13NSATEB ; 14-N5BTHA ; 15-N5DT5HA ; 16-NBATEB ; 17-N6BT6A ; 18-N6DT6A ; 19-N7AT7B; 20-N7BT7A ; 21-N7DT7A.

ibution on wheat chromosomes

ESETST equence Repest .0 ) Procgltxg) sze I(c))hcr;)irgn Fon(/vsard gn)rrer Re«zesrse gri)mar
BE399089 (AAQ) 1 50 191 5A ATGCATGGATGITGIATTG GITGITGITTTTGITGITGAT
BEA424205 (AAC) g 50 159 2B CATCTCA GCAAAACCCACAG GA GAA GA GAA GAA GOCAACT
BE399860 (AAQ) g 50 160 1B CGCA GOCGCAACTACCATA AGGATTTGITGITCTTGITG
BE425125 (AAQ) 7 55 452 7B TTCACA GCAACAACAAATAC TGGAA GTCATCACCTCAA G
BE606294 (AAQ) 14 55 375 1A TTTCTCATCCTTGOOCTCCTT TTGTTGITGITGTGCTTGITG
BE606386 (AC) 1 60 173 6A GCTAATGCCGCTGCCTCGIT CTCACCCGCTCCACCTCGIC
BE515708 (AC) 1 50 191 5D CTACATAATAAACACAAAACA GTGACGGGCGGATAATAA GGT
BEA470813 (TA) 1 50 242 3D CATCCGTGGACTGCTCT CAAACCCTGATACAAAATAG
BE399069 (TA) 15 50 208 3B ACACATGOCAACCAGACA GGAA GOCCAACAAAACC
BE497991 (GA) 1 60 213 7B TGCTCTACACGGGGAACAC TGGA GCCAATGATGATGC
BEA73227 (AgO) 6 60 209 6B CAGCCGCAACCATTTTCAT AGCTGCTGACAACACAAT
BE424312 (AgO) 6 60 226 6A ATGCATGAATGITGIATTG GAGGCTGTGGAA GGAGA
BF293493 (AgQ) 7 55 197 6A ATGCATGGATGITGIATTG GITGITGITGITGTTTTTGIT
BE637039 (AgO) 6 60 151 7D 3A TAGOCGATCTOCTCTCCTTCC ATCTTOOCCCGOOOCATCTCC
BE489854 (AgO) 6 60 107 1D AGATCA GCGTCGTTOCTTC CTGGTGCTOOOCGICTGCT
BE517914  (TCCOQY) 5 50 177 6D CCTGITCCTACGATACG AGGAGGAGCTTGATGAG
BE586613  (TgTgCo) 3 50 216 6D GCAATGGGCTTCAGITCA GGTA GGGECGGGGGA GGTG
BE497844 (CCy 6 50 140 1B AGAA GCCQCA GGGGAGAG TGCGCA GGTA GGTGGTGA
BE637905 (CCy 7 55 242 3D CGA GGA GGA GGA GGA GA GG TGGTACTTGACGGGGAACG
BE517115 (0 1 50 204 5D AATTAACCCCGGACAGAGC CAGCGTGGTGECGGTGAC
BE406339 (Ca) 7 55 117 2A CTCGCTCGCTOCCAAATCT TOCTTGOCATA GITCACCA
BE517017 (ATAC) 5 55 237 4A TOOCTCCCTCCCTCGIOCTA AACCTTOCATACACCTCCTT
BEA04098 (TTTO) 6 50 280 2A AGCAAGGCAACAAGGAGCAACA  AAGAA GA GAA GAACACCA GAAA
BF293342  (AACCO)s 50 225 4A GCTAGCATECAAGAAAGAG CCAA GCA GCGGAATCAAT
BE398522  (AATCC) 4 50 181 7A AAA GCCACCGGA GATGAA GTGCGOCTGGACGAACTT
BE794904 (AQCTQ) 4 50 171 5A 5B TCOCGAGAAGAAGCGAGAT CCCCA GCA GCA GCACCGICAC
BE498979  (ATCCQ) 4 55 145 6A CCGGCCCCEATTTGIT CACGGECCGGAA GAAGC
BE405558  (TCOCQ) 4 60 136 7D CCTGTTCCTACGATACG AGGAGGAGCTTGATGAG
BE492979  (AACTQ) 4 55 121 2A 2B ATTCTGTTTGOCOCCCTTCA GTCGCCTA GCTACTCCACT
BE606535  (COuCy) s 55 206 D ATTCGOCGOCCTCTOCT CGAATTGGOCCTTGACG
BE404492 (S o 55 134 5B ,5D CACCTCCTOCCCTCCTG CCGTCGACGITGGIGIT
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