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1.2
PCR SPX - 481 Taq
DNA 25 mM (Mgdly) MBI
42 ( 1),
AR
1
Table1 The primersand resultsof RAPD
5-3 5-3
Primer Sequence Number of bands Primer Sequence Number of bands
31 CAATCGCCGT 7 10 S153 CCCGATTCGG 13
46 ACCTGAACGG 4 5 S155 ACGCACAACC -
49 CTCTGGAGAC S159 ACGGCGTATG -
51 AGCGCCATTG 7 8 S163 CA GAA GCCCA 5
53 GGGGTGACGA 5 8 S166 AA GGCGGCA G 4 6
54 CTTCCCCAAG S167 CAGCGACAAG 9 10
60 ACCCGGTCAC 1 14 S169 TGGAGAGCAG -
%1 TTCGAGCCAG 10 S173 CTGGGGCTGA 6
63 GGGGGTCTTT 35 S174 TGACGGCGGT 12 14
36 GTGCCTAACC - S175 TCATCCGA GG
=38 TCACGTCCAC 8 S176 TCTCCGCCCT 8 12
39 CTGACGTCAC 9 S177 GGTGGTGATG
0 AGGGCCGTCT 8 9 S178 TGCCCAGCCT
01 TGCCCGTCGT 4 6 si81 CTACTGCGCT 8 10
94 GGATGAGACC 10 11 376 GAGCGTCGA -
S103 AGACGTCCAC - 379 CACA GGCGGA
S140 GGTCTAGAGG - 380 GTGTCGCGAG
S147 AGATGCAGCC - 401 GTTGGTGGCT -
S149 CTTCACCCGA 2 3 S755 AACCGACGGG 9
Si51 GAGTCTCAGG - S769 CGCGGACGAT 5 7
S152 TTATCGCCCC 7 10 S788 TGGATTAGGC 8 12
Note: - stand for band-absent
1.3 DNA
0.1g 5000 | STE (100 mM Nadl; 10 mM Tris- HO , pH8.0; 1 mM ED-
TA , pH8.0) , 30u1 10 %SDS 6Hl K (10 mg/ ml) , 55
2h | 37 , 10 000 x g 10 min;
- (11 , 10 000 x g 10 min;
- (24 1) , 10000 x g 10 min; 1/10 3M
NaAc (pH5. 2) 2 DNA, - 20 30 min ,
10 000 x g 10 min, 70 % 0.1xTE (10 mM
Tris- HQl, 1 mM EDTA, pHS.0) DNA , 4
1.4 PCR
RAPD 25ul, 10 mM Tris- HO, pH8.8; 50 mM KO ; 0.8%
Nonidet P40; 2.5 mM MgCl,; 0.1 mM 4 dNTP; 0.28u M 7 25ng DNA;
3 U TagDNA 25U | , :
97 10 min, Tag 40 ,
94 1 min, 36 1 min, 72 2 min 72
10 min 1.4% , A DNA/ ECORI + HindlI1I,
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4 DNA 243
1xTBE
1.5
RAPD (P Nei Li (131 F=2Nxy/ (Nx+Ny).
NXy X oy , Nx Ny X 'y DNA
(D) , D=1-F
2
2.1 RAPD
42 ( 1 ), 11 ;
6 , 25
1 , 25 , 6 S163 S173 H1 SB9 B8 S755
, 24 %; 19 , 76 % 7
5 3 2)
2 RAPD
Table2 Thefragment size of the Musk Deer' s ecid RAPD markers and its primers
(bp)
Primers Sequences Musk deer Sze
00 AGGGCCGTCT Maschus maschiferus 791
Si81 CTACTGCGCT Maschus maschiferus 1382
S167 CAGCGACAAG Maschus chrysogaster 2 040
1
S788 TGEATTAGEC No. 1 of Maschus moschiferus 3530
Moschus moschiferus 454
S174 TGACGGCGGT
433
Moaoschus chrysogaster
Maoschus maschiferus 444 1252
S60 ACCCGGTCAC
525
Maoschus chrysogaster
4
No. 4 of Moschus maschiferus 685 832
S176 TCTCCGCCCT
Maoschus chrysogaster 677 1986
S167 1 2 040bp ( —a) ; Sl74
1 454bp 1 433bp
( —b) ; S788 1 3 540bp ( —€) ;
4 sis1 1 1 382bp ( —d)
, 168 RAPD
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, 1 14 , 324 3 540bp
1 2.2
2 —
3 0.873 +£0.023, 0.895 + 0.013, 0.759
+0.02 ( 3) ;
§ — 0.127 £+ 0.023, 0.105 + 0.013,
0.241+0.02 ( 4) .
S , 1
6
3
7
3.1 DNA
¥
1 RAPD ! 1
Fg.1 The dendrogram based on shared ) (1 ;
fragment among 8 individua's RAPD ,
12 3 4 1 2 3 4for 0.759+0.02,
Forest musk deer; 5 6 7 8 5 6 0.873 +0. 023,

7 8for Alpine musk deer
0.895 +0.013 ( 3),

3 RAPD
Table 3 The proportion of RAPD fragments shared among 8 individuds

No.of Smple 1 2 3 4 5 6 7
2 0. 898
3 0. 877 0. 888
4 0. 832 0.878 0. 867
5 0. 790 0. 789 0.753 0. 758
6 0.781 0. 780 0. 750 0.772 0.904
7 0. 749 0. 747 0.716 0.733 0. 881 0. 888
8 0. 766 0.752 0. 746 0. 756 0.901 0. 909 0. 886

4
Table 4 Average genetic distances within and between Forest musk deer and Alpine musk deer

Maoschus maschiferus Maschus chrysogaster
Moschus maoschiferus 0.127 +£0. 023
M aoschus chrysogaster 0. 241 + 0. 020 0.105+0.013
25 , 6 ( 2),
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, ; SO0 S181 S174  S60

, S167 S174 S176 , 2
(8] ,
3.2
1 ; 1 3
0.241 +£0.02, 0.127
0.023, 0.105 0. 013, ,
1 y 1
6 8, ) ;
, 1 2, 7, 3, 4,
, 0.02, 0.015,
0.095, 4.5 6.3
1 1 ’
1 1 4
RAPD :
RAPD , 25 ,
2 RAPD , , RAPD :
: : RAPD
DNA , : , RAPD ,
[1] ) [M]. : , 1992. 45 89.
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STUDIESON FOREST MUSK DEER AND AL PINE MUSK DEE

R USING RANDOM AMPL IED POLYMORPHIC DNA ( RAPD)

BAO Huifang XU Hongfa LU Houji
( Department of Biology, East China Normal University , Shanghai, 200062)

Abstract : Randomly Amplified Polymorphic DNA (RAPD) wasemployed to screen the ge-
netic markersin Forest musk deer and Alpine musk deer . About 168 RAPD markers were
generated in each individual with 42 primers , 5 ecid markers were found in Forest musk
deer and Alpine musk deer regectively , and a9 3 individua gecia markers were generat-
ed , these can be used to identify gecies or individuas. The average genetic distances in
Forest musk deer and Alpine musk deer and between them were 0. 124 + 0. 023 0. 105 +
0.013 0.241+0.020, regectivdy. The resultsindicated that the difference detected by
proportion of shared fragments between the ecies wasobivioudy larger than those within a
secies. The population of Alpine musk deer need new individua sfrom different populations
to avoid inbreeding depresson.

Key words: Fores musk deer ( Moschus meschiferus) ; Alpine musk deer ( Maschus

chrysogaster) ; RAPD
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: DNA
Bao Huifang et ad : Sudieson Forest Musk Deer and Alpine Musk Deer usng Random Amplied
Polymorphic DNA (RAPD) Pate

w200dlihp

Sal o + 4330

b 414 $174
M 1 2 3 45 6

15400

| 18 e
| 32

{ 1 SR]
c ¥ S188
M: Marker; 1, 2, 3, 4 1, 2, 3, 4for Forest musk deer;
5,6,7,8 5, 6, 7, 8for Alpine musk deer
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