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Abstract A coording to the pubilished 5 upstream sequence of the rice sucrose synthase gene, two pairs of
pecific primers which involved RSP1 w ith an intron and RSP2 w ithout intron, w ere designed and anplified
by using PCR technique fron genomic DNA tanplate of an Indica rice variety’ M inghui 63’. Therew ere no
differences betw een the cloned sequences and the sequences published by Wang et al 1992 in dominant
functional regions Both RSP1 and RSP2 link up w ith Gus gene regectively in the A grobacterium binary
vectors for the A grobacterium-m ediated transfom of a rice variety’ Xiushui 11'. H istochem ical analysisof Gus
activity in various tissues show ed that the Gus gene driven by RSP1 or RSP2 gave strong expresson in the
roots, stens, leaves and seed ooats, but did not in the enbryo and endogpem tissues, based on which we
auggested that the Pecific expression of the sucrose synthase gene isfavorable to mproving the comestible safe
w hen using the promoter to ricemolccular breeding
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DNA PCR , W ang [3] DNA Gus PCR
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Imin, 61 Imin, 72 Imin, 30 ; 12
10min 563 bp,

1( ):

5-CTCCTTCATTTTCA GTGCAAATGTG-3
2( ):

5'-GACTCAA TTTCA GGAA CTGCAAA GAA-3
3( ):

5'-CCAATGGTGGTCA GA GACGA G-3

1 2
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( 2 . 157 132
22 PCR PCR 563 bp ( 3),
“ 11" Gus

CTCCTTCATT TTCAGTGCAA ATGTGCAATG CTGATTAGAG TTEGCAGATG CTGTTTGGTT TAGTTTAGAT GTGGCATTTT GTTAGTGGTT TCTTYGATGA AAAATTCTTG GCTATGATAA -1557
AGTTTGCTTT CTGAATATAT GAATAGTGGC CATGGTTCAA GAAACTCCAG TTAGGTGGGA TAATTTATGG TGATTCTGGG CGCAATTCGG GGAAATTTTT TTTGGCGAGA ATCTTATCAT  -1437
TGAGATAAAG AGGGCAAGAA TATCAACAGA CTTTTAATCT TAATAAAAAG CACTCTTAGC GTAAGAGCAA AGCATTGCAA TCTCGTGTGA CAAGAACGTT TCTTTTTCTC CATCTITTIC -13]7
TTITTTACCA AAAAATGAGT GTTGCUAACT GCTGCACCTT CTTAGGCCGG TTTGTTCTTG TETGGAACGE ACGGAATGCC CGATGCAAAA A AATGCTGTTA ACAAATCACT  -1197

GTCCTCACAC GGCTAATTAG GTGGTAATTT GGTGCATCTG CAAAGAAGCA ACAGATGCTT TCTTTCACTG AAAGCATATT TGCATGATTT CETGTTTCTG CTTGTCCTCT CTCTGATECT -1077

GACTGTATTC CACTCTGCGC TGTAATGUCA TGTTAGTGAT TAATATGTTC AAAAGAGCAT AAMGAATTC CCAATTGGAT GTTAGAGATT ACTGTGTICT TC AL G, 057
Direct Repeal Direct )
TACCAATTTG_ATGGTAGATG TTACTAGCAU CACCTTGGTG TETCCCCATG GTTTTCTGCA ATTCTGCCCA TGATCTTICT GCTITTTCTGA AAGACCTATG TTTCAGAGGT CAAGCTTCIG -837

GAAGGTTATT AGGAGGGATG AGFCGTCATT TTGTCTGTGE GOCCCACTAG TCAGTGTCAA TAGTTGTAAA GUGTAGAAAT TTTCTTGETG TETTTCTTGL AAACAATTTC ATTGEGOCTG 717
ATCTGATGET CGGTCTGGTA ATCAAATCAC CAGATCCTGA AATCCACCAA ATCAAACCGT GAGATTTTTG CAGAGGCAAA ACAAGAAMAG CATCTGCTYT ATTTCTCTCT TGCTTTCTTT -5497
TCATCCOCAA CCAGTCCTTT TTTCTTCTGT TTATTTGTAG AAGTCTACCA CCTGCAGTCT ATTATTCTAC AGAGAAAAAG ATTGAAGCTT TTTTTCTCCA AAGCTGACAA TGGTECCGGC -477

ATATGCTAAT AGGATACTCC CTTCGTCTAG GAAAAAACCA ACCCACTACA ATTTTGAATA TATATTTATT CAGATTTGTT ATGCTTCCTA CTCCTTCTCA ATGGTGA GATATTTCAT  -387
PL-1

AGTAT, GTCC AAATTCA CATTATGAAA TSTCTCGTTC GATCTﬂ;’IT GTTATJ\TTAAAGACGGA[‘ AGTAGATTCG GTTATTTTTG GACAGAGAAA 237
ra
GTACTCGCCT GTGCTAGTGA CATGATTAGT GACACCATCA GATTMMQA_&A]EL’H_[&ATTAMM AATGGGGAAT TTGGGGGGAG CAATAATTTG GGGTTATCCA TTGCTGTITC  -1i7
=]
ATCATGTCAG CTGAAAGGOC CTACCACTAA AQCAATATCT GTACTATTCT CCTATC AGAATTCAGA GCACTGGGGT TTTGCAACTA TTITARTGGTC CTTCTGGATC TCGGAGAAAC +4
CAAT BOX. TATA BOX ’

TEICTTGETT. ATCACTIGTT CTGETTAATC, TTTTITRCTT. CCTGAGGAAT GTCITGETCE. CTCTCAGTGE. ATCGCGANCC  AMATIRRAG. GGTTTTTTTT. TTHTGAACTG . AGAAAAAT! +604

GTTCCTGAAA TTGAGTCATG

2 W ang (sl
Fig 2  Comparing the cloned rice sucrose synthase promoter sequencew ith that of reported!®!

Bases boxed are those different to the reported sequence, if the substitutes are not show, it represents
that the bases are lost; bases in the triages are those inserted; the sequence underlined by* ----’
is the first intron of the RSuS1 gene the putative transcription and the expression

initiation sites are indicated by themarkers. ' under corregponding bases
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Fig 4 Histochamical analysisof GU S in different organsof tranggenic rice plants
A, ; B, ; C, ; D, a, Gus 35S ; b, Gus
RSuS1 ; C

A, roots B, stans C, leaves D, seds aand b represent the Gus gene isdriven by 35S and
RSuS1 promoter repectively; ¢, no-tranfomed plants as negative control
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