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Construction of a eukaryotic expression plasmid containing gp120 gene of HIV-1 subtype B

and its expression in HepG2 cells
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Abstract: Objective To constmict an eukaryotic expression plasn id containing gp 120 gene of HIV -1 subtype B and cbtan
2gp120 gene expression N HepG 2 cells. Methods A coording to the published gp120 gene sequence in Genbank, a pairof
prin ersw as designed and synthesized. The PCR am plification productofgp 120 gene w as cloned into pM D -18T vectorusing
TA cloning ollowed by BamH 1 and Xho | digestion and sequence analysis. The target gene w as then subcloned o a
highly efficient eukaryotic expression vector pdD NA31 ). The roombhant plasm id was sequenced and dentified by
restrictive endonuclease digestion, and transfected nto H epG 2 cells via liposom e. The expression of gp 120 gene w as analyzed
by RT-PCR and W estem blotting, respectively. Results R estriction endonuclease digestion and sequence analysis verified
successfiil constmction of the recom binantvectorpcDNA 3 1 (+) gp120. The target fragm entgp 120 w as denticalw ith U26942
In Genbank, and the expression of gp120 gene was detected I the lysate of the transfected HepG 2 cells by RT-PCR and
W estemn blotting. Conclusion The eukaryotic expression plasm id for gpl120 has been constructed successfully, which is
capable of sable expression n H epG 2 cells.
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