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Cloning and sequence analysis of the genome of a strain of duck hepatitis B virus
LIANG Wei-fang, LIU Zhi-hua, HE Hai-tang, LUO Kang-xian
Department of Infectious Diseases, Nangfang Hospital, First Military Medical University, Guangzhou 510515, China

Abstract: Objective To clone and analyze the genome of a duck hepatitis B virus (DHBV) strain isolated from the ducks
found in the local area. Methods The complete genome of DHBV was amplified by PCR prior to cloning into T vector and
sequencing, with also homology and phylogenetic analyses. Result Genome comparison of an isolated DHBYV strain and 16
DHBYV strains in GenBank revealed a homology of 89.4% to 99.3% at the nucleotide level, and the amino acid identity of the
3 open reading frames showed that the P region harbored more obvious variations than the other regions. Conclusion The
isolated DHBYV strain might belong to a subtype of the virus found in the western countries.
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Tab.1 Homology analysis with the 16 isolates from GenBank

GenBank Ip_ Gnomic Origin Reference Nucleotide Amino acid(%)
Length(nt)  Avian species ~ Location identity (%) Cregion(262)  Sregion(167) P region(786/788)
'Chinese' DHBV
M32990 3027 Duck brown Shanghai Uchida, et al. (1989) 90.1 96.2 95.2 86.4
M32991 3027 Duck white Shanghai Uchida, et al. (1989) 89.4 96.2 93.4 84.1
NC001344 3027 Duck domestic China Tong, et al. (1990) 90.1 96.2 92.8 87.1
X60213 3027 Duck domestic ~ Shanghai GenBank 90.1 96.2 92.8 87.1
AJ006350 3027 Duck Pekin Australia  Triyatni M, et al.(2001) 89.4 96.2 92.8 84.4
M21953 3024 Duck domestic ~ Shanghai Tong, et al. (1990) 90.1 96.6 95.8 87.2
X58568 3024 Duck domestic China Sprengel, et al. (1991) 90.6 95.0 95.8 87.3
X58569 3024 Duck domestic ~ Shanghai Sprengel, et al. (1991) 90.6 95.0 95.8 86.8
AF404406 3024 Duck brown  Chonggian Hul, et al. (2001) 90.0 96.6 96.4 86.7
'Western country' DHBV

K01834 3021 Duck Pekin USA Mandart, et al.(1984) 99.1 98.9 100.0 99.7
M60677 3021 Duck Pekin USA GenBank 99.1 98.9 100.0 99.1
AF493986 3021 Duck domestic USA Wang C, et al.(2002) 99.3 98.9 100.0 99.7
AF505512 3021 Duck domestic USA Wang C, et al.(2002) 99.2 98.9 100.0 199.5
X12798 3021 Duck domestic ~ Germany Mattes, et al.(1990) 98.6 98.5 100.0 98.2
X74623 3021 Duck domestic India GenBank 98.1 97.7 99.4 97.2

AF047045 3021 Duck domestic Canada GenBank 99.1 98.5 100.0 99.9
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