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Detection of CD95 and CD95L. mRNA expression after liver transplantation using SYBR real-

time PCR during acute rejection
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Abstract: Objective To detect the expression of CD95 and CD95L mRNAs after liver transplantation and investigate the role
of CD95 and CD95L in acute liver allograft rejection. Methods The expressions of CD95 and CD95L mRNAs of peripheral
blood lymphocyte from 56 liver allograft recipients were examined using SYBR real-time PCR. Results CD95 and CD95L

mRNA levels in the recipients with acute rejection were significantly higher than those without rejection (P<0.01), and the ele-

vation occurred about 2 days earlier than that of alanine aminotransferase and aspartate aminotransferase. Conclusion CD95

and CD95L are related to acute liver allograft rejection and their mRNA expression level may serve as an indicator for predic-

tion and diagnosis of acute rejection episodes.
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F 1 SNEAM#HELE CDI5 #1 CDISL mRNA RiZ=
Tab.1 Quantity of CD95 and CD95L mRNA in lymphocyte

(Mean+SD)
CD95 mRNA CD95L mRNA
Group n (x10° copies/p.g) (x10° copies/p.g)

Before rejection  Rejection  Before rejection  Rejection

A 46
B 10

1.25+0.88 -
7.88+2.3%4

0.88+0.24 -

1.33+£0.95 0.95+0.35 8.78+1.3%~

Group A: Non-rejection group, Group B: Rejection group.
##p<0.05 ps group A, 2P<0.05 vs before rejection

F 2 MiERFINEEERK T
Tab.2 Quantity of ALT and AST (U/L, Mean+SD)

Before rejection
ALT AST ALT AST
A 128+49 87+32 - -
B 132442 91+31 989+324*~  475+182%%
*#p<0.05 ps group A, “P<0.05 ps before rejection. ALT:

Alanine aminotransferase, AST: Aspartate aminotransferase
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Group
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