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(Abgtract)

APPL ICATION OF MOL ECUL AR SCATOLOGY TO ANIMAL ECOLOGY ~

WAN G Rong-Jiang
(College of Life Sciences, Peking University, Beijing 100871, China)

Feca DNA analydsisa new technique, by which animal DNA is extracted from the fecesfor involved re-
searches. It is helpful for sampling problem in molecular ecology. In thispaper , the methods, subjects, and ad-
vances of fecd DNA anadydswereinvolved. Fecd DNA anaydsisnot only usedin many areasof molecular ecol-
ogy , but s might provide ome ecologica information, such as estimating population sze and confirming the
boundary of territory. Hence, fecad DNA anayssis an important complement of molecular ecology.
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