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The genetic relationship between domestic silkworm Bombyx mori 1.. and
wild silkworm B . mandarina Moore of China and Japan based on DIG-

RFLP molecular detection on CO I and NADH-6 of mtDNA
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Abstract To obtain more information about the genetic relationship between domestic and wild silkworms we
collected domestic silkworms Bombyx mori L.. and wild silkworms B. mandarina Moore from China and
Japan respectively. Total mRNAs of domestic and wild silkworms were extracted and CO I and NADH-6
genes from mtDNA were cloned by RT-PCR and analysed by DIG-RFLP method. The results showed that the
Chinese domestic silkworm had the same molecular diversity as that of the Japanese domestic silkworm and
Chinese wild silkworm but had different diversity from that of the Japanese wild silkworm. The results
suggested that both Chinese and Japanese domestic silkworms originated from Chinese wild silkworm but not

from Japanese wild silkworm.
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Fig. 1 The result of Southern blot with probe epl3
M DNA DNA molecular marker 1 — 4
Domestic silkworm of China 5 -8 RF02 Domestic silkworm
RFO2 of Japan 9 - 12 Wild silkworm of China 13 1982
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Fig. 2 The result of Southern blot with probe epl7
M DNA DNA molecular marker 1 -3
Wild silkworm of China 4 - 6 Wild
silkworm of Tokyo University of Agriculture and Technology Japan 7 -
9 Wild silkworm of Tukui Japan 10-12 N52
13-15 RFO2 Domestic silkworm RFO2 of Japan. 3.3
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Fig. 3 The result of Southern blot with probe epl13
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