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WME FEULYT S AKE DNA(RAPD) R, REFREBREXRN—| DNA 5 FKFEE
AN FEERWFR, BT ERARE 8. IHHERTH. BRHMLD, RARFRL,
EZANERR, EfEY, ATFRAEDPRETRB) ZHEM. ERADLOIED,
HTRROMEES, BE, £EXERMRK, FSERCURB ZERANIFERFER
FEERRS RDRSREEH. ANERRS XPHUAN - RRBANFEAGRRER
B FAEDFERARTREENHAT, A& RAPD BERMERARAERRERIEDHY
RN AR E—E o

X@AF BT MRS A DNA, BRsrs

DFEYERERNEMERORG R RS, AR B REFHARRET S H
Mk, AIEEk . EaRFAIIT EKBREFSH BERSHT, DNA 3%, DNA R
HEENEEE,. DNA BESBERELESEARMALERCHRPR Z H, H
B —R TG S T EBERK T E.

BREHMRPHOEREN, ERRSENAARAHAAPBAREER S FEYF
BARRMALER, ERBRLNLEATHRABRR BEBSITEART DNA £THER.
BEHTERMECHVNER, EHERARES ZER, MAELER, SRR R
MAEDEREEBERANIEM. BN MAS AL DNA HR (random amplified
polymorphic DNA, RAPD) H¥ . RE MM HERRNESSE, RETE RS KM
RAERAHANBEA CLFABRERRY LD RBIEH, T, BEXAFENSET
S3HT 05 B 50 3, X TR AR 2 B R R ARG B RIBT S b R IR E RAYPE Ho
1 RAPD HAR®KR

RAPD AL 1990 £y Williams™ F1 Welsh™ BHABF 52 /NARER & B KH—
Jii DNA 3 FKFLEHASTESRAMBE R, BACHHERESHS. GEdEgA
FRERANEEST, TEBTOMFEZXLRNARED KHITT 5o

RAPD EAREERERSH#ES XN (polymerase chain reaction, PCR), 'BEF|H
B EF FIR05 | IRITR SRR Teg DNA ZRESS MW FIZHEAY DNA B H
Bt B, ¥ {E DNA WeEEe:, AR5 DNA Bk, XN WA ERFSIRG %
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B DNA
b PCR w44 ¢

B 1 PCR JEIREHE

SR KESE DNA 5F FWHENFIIE S, RIGHE Tog DNA SRENOBLT, 5
Alaik—BTFE(d 1:a)5MA RN THDEES51W B INFES, 519 B &R
THEEE5IWAXN NFI, XM KT HER RIEARR XIEABHE, WA5195 5
MENZEE, XEeR—BTH#. SR THUENMENT M™Y. F R\ ENTF
§ R T — IR 1B R RLHOBEAR , 2t (B3R, § 387 ML LR m (B 1:b)o MBI |
PF, R IER R, BARAT - WRELERA (1 + k)" £, Hdk A5 #¥%E, A
F PCR HARFLIGE DNA FERT EFHT#, L, PCR HERKKT BT O FEY
FHAROERGE, LR SERANRR, REJL+ T EMNL A, RERTFER
SEWJ DNA JBt, BRAIDI¥ % DNA FEY i, RIGARES FAEWEERQ DT, #
e MEBEMRIR Ro

1990 £, Williams SYHIETF PCR HAMMNY, HAELEM L XET RAPD #
Ko MATHFTE—TENEREER: FARYMIENAHS 5| WAEKERIREFIIE
Z e ERTEE A FTEAR, Bril, I ¥ M K NI A R REAR, XL B R
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DB S Bk BRE R, XM EEHNSSEASTURTARFRNREREN,
BRI TS FENER AR DNA 54, DNA ZEE)HEL, ETFXAER,
Williams &% PCR §#rh i BB AMG E R FURD5 B0 8 — B0 R 10 SRR R
WIBE LS5 |9, 3F B KB R EFFIAS 9447514, 68 DNA £Ab%SEM,

Williams IG5 H) R 8 RAPD R ZBHMBINKE SRR E, $—, RAPD HA
AT SR 5 T EMFERROBR T, X Wrhio HE#1T7 DNA HEREA
B4, H A G H BT %, BRI 4T, BE KRG R RIS LR, £, H
T RAPD AR5 | W3R % (BT, %E Operon AT FHRHE 800 F; th AL EBei 6
DHTRT AT R 6% 500 #h), B L EAAIS |19, TUN BN ERB#FHBRE S ST, B,
EHEAZROHNE R BRI K, 8=, RAPD HARMS| WAMEMBER, kA
FERT 2 F = WEHTHIRE

RAPD HAR—MIL, MR T EHER, HEFLTARBIER, Welsh® gH=
A5IYR S RE 8 MER BT DNA BEEDH, WET 8 MRANELEEHTRE
AARMEHIMI T Shuichi KBS T KA 11 MRAK RAPD RN BHER &,
FHRET 11 NRAREX BIFIER; Halward S5 RAPD AWK THERRRY
RHEEAL BRI R MBEBIS“/ RAPD BREE TRARERN/IKE B R, 61
2B FMFER, H% RAPD ARG RBREY, X—RFIKEHFREEH,
RAPD B REX —FNIID FEME S BEEMH BRAR KR AT D, BUEIIHE
BANE AL EZE M,

2 BROKPH—ERE

WHRALLK, BT 52 B s 40 S 2B R LAS M FE A5 0 4 8 R 040 BB A LR B0, 5 53 #R 1
ERPRRER D, AT Z 808 B i LA S 80T A 1 0 4 AU, fn: M. 08 38
PR EETHAR S50 IX 4053 28 fik R FE R B 43 285 B4l PAY B 0 T M — A M R D 50 2K ey, T 7
NI 53 BB, TR IR (R PO, WUAR A B SE R 2 B M, 3 TR EE A AT R E
RTHEN T o FRE AR BRE, BBR NS .S H%, WESE LR
SERIHEIR X5 JHFAE, i LB B A AT AR SHMR AR, ER—HAERAS
ATRER ST A LS F . XTFXMERRERE , MK LTI Anopheles gam.
biae Giles HEMKBAMEARBU LR ZEMIEOFER, B2 %R TR
RZEREOFC SR IRE S S E S BERHRIE T SRR
SYERIFSAT R, BAE BB B R0 Bk FREE, R LEREEREW, it
AREEDRIFAREE,

ANBEFRY, DHOBEERTEHERREN, £RHEFRAIESNG
RENER L ERAERNEBARS T EHNEL L, MEENNEREHT DNA 4
FTHRREFIINENERN. R, EEMYRMALEOTRE, ATIRES F4EY
FRARRMEMLER, Pl DNA SFRIERYFARBETHE, FEMRELRE
ARG R RAYFE,

ERRDRMAGT R i, AT RER T ik R B R4, DNA
REER R BERA, M ERMBAERRDH, BER/ IS BB THRRNAETRET
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RARER, M BEDRRETRROM I ERITURI, RENBRD FEMENRE
BTFOHRNEE BB B, $RENERESIERE, 2FRRN—EXBE
it B d H o B RSN — B0 DT ERERE, R T XERRMARXAR
AP BATURR: B—, BT B ROFHRE S, AENOREND R TIEERETIINR
SRR EXETH. EERANRE RERRHENERRNEH, XEHEREFD
A, REEATRES LK, MARRACHEND T EWER ARG, UL AES TH
ARRERHE RN G RBEDTESRENRERARATAFNIERR SRS,
HEMBE—ERE—ERENTF. F2,NEROROMEHEUA,ELRETRE
HIRAR & T KREHEX#, Ao FEDERAMRERDRNAETL, R X
RAFERFRT AL, BAXEEAMBRR T BRAKS ROEMAESR; BERIAN
SF EFER RN XE L ER I ZILEFRIRIRARNTRA Do MREH REHBIR
RIEITHFEWESN, TRETER, EEMRBRAHREBLERA, BREERZN,
3 RAPD SRATERRAXBHMNR

T X BB R 5 JS RO, — AR BE PR IE IR AR T i ER R KM, RAPD K
ERFEXFHER, FFLERRE R RO R FHEABILER TEHR,

Black IV #U994E4% RAPD HRATHME RIEFILLER, MATRATHF 10
ANRERIREYLE | %S O ApsF R BT T RAPD R, B ENT M- MRS &Y, SRE
B, MRiE Bk EE AR BN F, Black IV SRR THRANAREHR ZE DL
RA—EHBARE MR MW S ST HBEARAMZA T #-u S &, 5
Sh, 1R RAPD BRARMUAEE T RANKFHFEEE, ¥T RAPD RMWE
g, TREDREXFRIERR—EMAFBMR, Black IV EHETRAS & 0T
ko Kambhampiti %" RAPD K ARMT EEMX HIKFRIMRME, K& TIERIE
Bl RAPD BRARER RS RHAH ERERANE.

27 Black IV S A TIEHES PCR ERIFA, RIMNBERAERRD LR
GEABRHRTREHE RAPD KREUTILAMMEA:

%—, RAPD HARE—FMHHHERI., BEEE. REAESRENOD T EWES
Ho AFERSEE AR &, FTLLUAE RBAR AT B R AR E TR, EME AL RNH
TR AZAR DNA £ FE8MRKR, MMABED ROSRREHHOFE, R
BHESSBREEBHNLER, B, RAPD S REFHR ARENIRARLST DNA 4
F ARSI, XBEAURANT RE RS XNARER NS FEWEARER, FHT
By ERNEENS RER BN ERNARERMAR,

£, RAPD BERFRBHENRRD, ETHRENNURBRATUR. EREN
t, BRAE R AR, KEJLHEXR/NEIAR—BX, KENEHR, TREHSEE
BUME S TEDFRRI TR ER, MRNIE R, WBREH. BXT RAPD
AR, LAMKEE DNA BR&ESE R, Black IV ZMKIXERHEENAT RAPD
AREGX A AL, IR e g e py 25 A B0 R U RS B TR IF HUIERA T 3 — iR

E=,EAKEN RAPD 5|#),%# DNA ST MR RE. BT RAPD
AT BN ERAERBERNNOS ST, TUEXREEE LIS DNA FHSHMA
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DNA #8408 %, FISMNSIRT REBFRARARAHE AREME ARSR. RARRZ
BIRX %, FRT, RAPD BARZBFAILIFIHEE DNA 5 FRAREGE, #ITHEH BRI
R, RRKY R T FEWFERON AR, B A EMAGEEN ERKIRE
#EM,

%M,/ RAPD EARMARME. AREME, ARKRARNMEETT ZEHEE
SHTLUG BG4 4T, AKERS I R IR X BS54, MARRIAIRKE R iR
BEEN, AUEY —ERRRSE. HT—MRAES 2 AbRA, FTLRX RS9
#fT PCR R, RIBS AR EEERT RO, LT ERERNITHE L X R
ALy R (EEEBRMMITREMAN) UR, FERHNLERNETHTEREE
YRR, i, RE—AIRERFEIMARF PO T ARG 5 ERA R,
Black IV Z57ZERF R AE 11 MARFE&ARRA RAPD §i#7= 4 ik % LU,
BT M BUREE, RS ARV 5 Bt R — AR A RO A, BBV E RS AT
B, B A AR, MR B IER A 100%, WA EERRE 82%, FAAMEER
07, FTLLHINT IR BE K, fRE T IL, RAPD RARARAIDABGEAR S DNA 1 %
Aclk, RBEBEIATSTEI —ERSERORERE. ITMTHARKEATHEE
ZHy B REIBT Fo

L EFTRAIDIE N, RAPD XRZER S RMAGERAKBI R hEE Z AR FIET
2, ML ENITRBEERRNET HENTEREESEM Ho
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THE PECULIARITY OF RAPD AND ITS APPLICATION
TO INSECT TAXONOMY

Lu Lianc Gur Hone
(Department of Biology, Nanjing Normal University Nanjing 210024)

Abstract Random Amplified Polymorphic DNA (RAPD), which has been deve-
loping since 1990, is a molecular approach to reveal DNA polymorphism. It is be-
lieved that this approach is valuable in studies involving genetics, molecular evolu-
tion, taxonomy et al. because of its advantages, such as simplicity, sensitivity, cheap-
ness and, the most important, lower requirement of materials.

In the field of insect taxonomy, the molecular approaches which are valuable
in other fields can not be used widely due to polymorphism of insects. The ob-
stacle to the progress of insect taxonomy should better be overcome by molecular
approaches which relate to DNA. Now, RAPD is considered to be an effective key.
In this paper, the peculiarity of RAPD and its superiority in insect taxonomy are
discussed.

Key words random amplified polymorphic DNA (RAPD), insect taxonomy



