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5’ -GCCATCCGAATGCCACGGGGCTGGCATCCCATCCAGTGATTTAAACCAGCAGAAGATGAAGGGCTAAGARATGATTTCCTC
TTTCTGGAACGTAGGCGGTCAARAGGAGGAGAACCCCCGATCCCCACCCAAGGAAGCARAGTTACTCAGACCAATCCTGGTGAT

CATGGGGTGACAAGATGTTACAGCCTTCACATCTGGCCTCTTTTGTAGCTTTG

AACTAACCTGCCTAAGAA

GAGAGGAAAACTGTTGATGTAGTGGGAACGCTCCCTCCTCGAGCATTAACCGGGCTGACCCCACCCCTCTGTCTCGCTGTCTTC
AGTCCAATCAAGATCGGAAAGCAGGATCAGAGAAAGATGATCAGACCGGAACAGGGAAACGTTCCATATAGAGATGCTTCGGAA
GTGCGGGGAAGTTACAGCTTATCCCCTCTCAGGCCGTCACGTTCTCTCAGCAGACCCTCTGAATTACTGATGTCAGAACTTATT

GGCTGGGCTACAGCACATAAGCAACTCCTAGAGTTTTAAGACATTAAAAGAAGGTGATTTCAGCCAAGAAAAAAAAAAAAAAAA
AAAAAAAAARARRAAAA-3’

3 EST DNA RP11-12M5
Fig.3 DNA sequences of the EST of an unknown gene and its position on the RP11-12M5 clone

) 596 bp, CGenBank
EST B G723880 (
ABI 377 568 bp) EST 97%
) 895 bhp, Genr 1 RP11-12M5
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, 3353 bp,
Sec63 p Sec63 p 3
' J-Domain, EST,
H970 Bip (Kar2p)
(MisHlwitz et al. , 1998) ,
, 6021 (Woollatt et al. ,
1997) Sec63 p 53 %,
25.6 % (Skowronek et al., 1998)
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, Sec63 p

Sec61y
(Karin et al. , 2000)

( References)

Capd , B. 2000 The battle of the sexes. Mechanisms of Development 92: 89 103.

Diatchenko, L., Y. F. Lau, A. P. Campbdl, A. Chenchik, F. Mogadam, B. Huang, S. Lukyanov, K. Lukyanov, N. CGurskaya, E. D.
Sverdov and P. D. Sebert 1996 Suppresson subtractive hybridization: a method for generating differentialy regulated or tissue specific cD-
NA probes and libraries. Proc. Natl. Acad. Sci. USA 93 (12) : 6 025 6 030.

Huang, X. ,R. J. Zhou, H. H. Cheng, Y. Q. Gwand Q. X. Yu 1998 The SOX Genesintwo eciesof fresh water fishes. Acta Zoologica
Sinica 44: 239 240.



836 48

Karin, W. and G. H. Bernhard 2000 Large scde screen for genesinvolved in gonad development. Mechanisms of Development 98: 51 70
Liu, C. K. and K. Y. Ku 1951 Higologicd changein the gonadof Monopterus during sex tranformation. SINENSIA, N. S. 2 (1 2): 85
109 [ , 1951 . 2 (1 2):85 109.]

Mis=lwitz, B. , O. Staeck, K. E. Matlack and T. A. Rapoport 1998 Interaction of BiP with the J-domain of the Sec63 p component of the en-
doplasmic reticulum protein trandocation complex. J. Biol. Chem. 9 (12) : 3455 3 473.

Raymond, C. S., C. E. Shamu, M. M. Shen, K. J. Sdfert,B. Hirch,J. Hodgkinand D. Zarkower 1998 Evidencefor evolutionary conser-
vation of sex-determing genes. Nature 391: 691 695.

Sambrook , J. , E. F. Fritschand T. Maniatis 1989 Molecular cloning. Cold Sring Harbor: Cold Spring Harbor Lab. Press.

Skowronek , M. H. , M. Rotterand I. G. Haas 1998 Molecular characterization of a novel mammaian Dnal-like Sec63 p homolog. Biol. Chem.
2 (5): 593 603.

Woollatt , E. , K. A. Ane,J. Shine, G. R. Sutherlandand T. P. lismaa 1997 Human Sec63 endoplasmic reticulum membrane protein, map
postion 6g21. Chromasome Res. 278 (5344) : 1728 1 729.

Zhou,R. J.,Y. Q. Go, H. H. Cheng, Y. MamandQ. X. Yu 1997 Comparativetreeof sex-determining region Y (SRY) and SRY box
genes. Acta Zoologica Sinica 43: 192 196.

(Abstract)

ISOLATION OF CONSERVED GENES IN THE HUMAN TESTIS BY
SUBTRACTIVE HYBRIDIZATION °

HUANG Xiao GUO Yi-Qing CHENG HarrHua ZHOU RonglJia™

( College of Life Sciences, Wuhan University, Wuhan, Hubei 430072, P. R. China)

The mechanismsof sexual development and regulation diglay extreordinary diverdty between phyla. How-
ever , recent studies show that there must be underlying evolutionary conservatism between different mecha
nisms. In order to examine evolutionary conservatism in molecular mechanismsof sex determination, the natural
X reversal processof the ricefidd ed ( Monopterus albus) was used to identify conserved functiona genesin-
volved in sex determination and differentiation. Firstly, a mini cDNA library was constructed from the cDNAs
expresed ecifically in the human testis. The cDNA library was screened with first strand cDNA probesfrom
the intersex gonadsof ricefield eels. Secondly , likely postive clones were arrayed onto two nylon membranes,
which were then hybridized with thefirst ssrand cDNAsprobesfrom ricefield ed intersex and female gonads re-
ectively. Two podtive clones were obtained, which showed obvious differentid expresson between intersex
and female gonads. DNA sequencing analyss reved that the insert fragments of these two clones were 895 bp
and 596 bp long regectively. BLAST results indicate that the 895 kp fragment is the 3 part of the No.
AJ011779 gene, located on 6g21 , encoding a homologue of yeast Sec63 p protein. Aninteresting finding is that
one member of the human Sec gene family , Sec6ly , is expressed in the tegtis and involved in the process of
testis development. The 596 bp fragment was 97 % identica with the No. B Gr23880 EST, located on clone
RP11-12M5 of chromosome 1. This needsfurther study. Weinfer that these two genes should a0 play arolein
sexual development.
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