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An improved protocol for DNA extraction from the faeces of the giant panda

ZHONGHua LAI XulLong WEI RongRing LIU ZhonglLa
( Collegeof Life Science, Central China Normal University, Wuhan 430079, China)
( Faculty of Earth Sciences, China University of Geosciences, Wuhan 430074, China)
( China Conservation and Research Center for the Giant Panda, Wolong 623006, Sichuan, China)

Abgtract Animproved method that facilitates the extraction of PCRcompatible faecal DNA from giant panda’ sfaecesis
described. The method involved a novel preprocessng step in DNA extraction. The faeces was washed two or three times
with precooled acetone, which removed numerous potential PCR inhibitors, and then digested with proteénase K. The
DNA was purified with phenol/ chloroform. The faecd DNA obtained was sufficiently pure to support reliable amplificar

tion, and was gplied as template DNA to anplify a portion of the giant panda brain derived neurotrophic factor (BDNF)

gene and mitochondria cytochrome b gene. The sequenced resultsof PCR products corfirmed that the extracted DNA was
from the giant panda. Comparion with the PCR products demonstrated that the faescd DNA extracted by the improved
protocol was better than the fasca DNA extracted without acetonepreprocessing. [ Acta Zoologica Sinica 49 (5) : 670
- 674, 2003].
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