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Abstract Recent advancesin the ssquencing of al genesin human and diverse mode organism have provided a new per-
gective on biologicd research. Comparin of the sequences of orthologous and paraogous genes based on their evol ution
ary origins allows a better understanding of the phydologica rolesof individua genes. One of the most important agects
of genomic research is the understanding of the entire gene repertoire, thus eventudly adlowing a full understanding of
gene functions. This article provides some exanples of comparative genomic analyses of polypeptide ligands and their re-
ceptors. The Chinese name for the emerging fidd of“ evolutionary genomics’ is proposed here in order to enphadze the
non-progressve nature of the evolutionary process and the goba analyses of the complete gene setsin diverse organisms
[ Acta Zoologica Sinica 50 (5) : 856 - 858, 2004].
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