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FRAFREREL (28 DNA (03280 45 30 SkARSFEA 1.5 mL B 0VE, EWATFEE 10 min, BUHIBREE AL
% STE 2B 500 Ly 10 mg/ml & (85 150, 20% SDS 12.5uL . VBAFET 55 CMB s h L E. 85, &K
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Table 1 Primer sequences and PCR amplification conditions of the two microsatellite loci isolated
from the field population of Aphis gossypii

MOEA A EEFFF 854 (5730 LR ERE Y FEBFRDN (bpy BXEE (O
Locus Repeat motif Primer sequences (5'-3") Number of alleles Size range Annealing tenp
CAM-4 (ATT)g-- (TA); F: ATCGGACCTAACCTAAAAGC 2 157 ~ 168 57
R: ACTTTCTTTCTTITATCTCTA
CAM-14 (AC) AT (AC), F: TICGCITAGITATAGCTGTC 6 160 ~ 195 67

R: GITACCCTCGACGATTGCGT

Fz2 WMITE{IS CAM-4 F1 CAM-14 ERETFE RS 1%
Table 2 Polymorphism of two microsatellite loci, CAM-4 and CAM-14, in the seven Aphis gossypii populations

TR PhRE MOEA A LR ERH 5 % Heterozygosity Hardy-Winberg
Population Locus Number of alleles Obs . Fxpt. P P
AFE hibiscus CAM-14 4 0.8333 0.7174 0.2791 0.8402
CAM-4 2 0.1000 0.5737 0.0069 0.0490
A punica CAM-14 4 0.9000 0. 6486 0.0076 0. 0601
CAM-4 2 0.0500 0.5263 0.0049 0.0253
B2 rhammus CAM-14 5 0.9167 0.7246 0.0108 0. 6004
CAM-4 2 0.1000 0.5737 0.0069 0.0490
1EH zanthoxylum CAM-14 4 0.9091 0.7220 0.1904 0.3301
CAM-4 2 00000 0.3750 0.0015 0.0105
H /T cucumber CAM-14 4 0.5833 0.4891 1.0000 1.0000
CAM-4 2 0.0000 0.4550 0.0026 0.0134
184E cotton CAM-14 4 0.59090 0.6753 0.4779 0.7220
CAM-4 2 0.0500 0.5263 0.0049 0.0253
/R pumpkin CAM-14 5 0.7273 0.6926 0.8118 0.7001
CAM-4 2 0.0000 0.4800 0.0029 0.0253

* pEREMFNENREENTENESR, pUERE - FR - EEDMENITEER
P was caleulated from full datas while P* was calculated from restricted data with one aphid per genotype within each host category

B TR AL EET AR AR AN AT UM B, AT LLR — iR S e P (R B 4 MO &5
R A FIARRE™ G Sunnucks et al.» 1997: Simon e ol ., 1999). FETIZEHAT Hardy-Winberg T 3065, &
MERTHAERROAT MR EFRNYE, ERERM: cAM4 A8 EZEHH Hardy-Winberg P14,
M7 CAM- 14 {7 SRS Hardy-Winberg “F# .
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