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The genetic divergty and the reationship among 40 cultivarsof Brassica napus from seven Provincesof China
and other countries Brassica napus was analyzed by RAPD technique and statistical methods. Cluster anadyss
showed that the extendve genetic variation existed among 40 cultivarsof B. napus. The 40 cultivars were di-
vided into three groups at DNA level. Thisresult has sgnificance for the genetic breeding of Brassica napus.
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Tablel The 40 cultivarsof Brassica napus used in the experiments
* 9
Order No. Cultivar Origin Pedigree
1 Norin 3 Wase-chosen
2 Norin 30 Norin 16 x |obe-zara
3 1348 Oro
4 3307 Ledos
5 Norin 5 Yokkaichi- kurodane
6 Norin 31 Norin 17 x Isuzu
7 1248 2 — x
8 1249 3 —182
9 1250 4 —71-39 —217
10 1251 5 - —1074 x 306
11 1252 3
12 1254 71-39 — 14
13 1255 1
14 1256 2 —322
15 1257 2 — x
16 1258 3 - —
17 4678 111-227
18 5142 28621
19 5141 28620
20 5133 28670
21 5132 28669
22 5131 28663
23 5117 1655
24 2789 821 3x{[( u 7 x( 3/ 1) ] x71-5}
25 2781 Bl104
26 2787 5 —318 —
27 4545 230
28 5199 Ramon - 3
29 4767
30 5168 Lirawdl
31 5167 Kait
32 5165 Cdlyp
33 5218 cdebra
34 5208  kordl
35 4479
36
37 821
38 Oro x 2413 —(81008 x ) x PB52
39 —363 —
40 Norin 6

Number of cultivar in Catdog of Oilseed Brassca Cultivarsin China
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1.2 DNA Colos  Schaal!® , 0.06 0.1g
1.5 ml , 4 mm , DNA
Hilligl "] , CTAB DNA 1004l TE DU-
70 DNA
1.3 DNA 5 DNA , 5ng/ul, PCR
PCR PTG 100(MJ Research Inc,USA) 25u 1,
10mmol/ L Tris- Hal (pH8.3) ,2.5mmol/ L MgCl, ,0.2mol/ LdNTP(B. M
) ,0.64H mol/| DNA ( ) ,0.625 TagDNA
( ) 25ng DNA ‘94 1min,38 5
min, 0.2 /sc 72 72 3 min, 45
1.4 DNA 1x TAE 1.5% .
, DNA PCR Marker ( )
1.5 ,  Wards
2
2.1 RAPD RAPD , 40 2
(Norin3 3 )DNA ,
DNA , 21
DNA 2
2.2 PCR DNA 21 DNA
2
Table 2 Oligonudeotide primers used in the test
(5 3) (5 3) (5 3)
1 AGGACGTGCC 8 CGA CAGTCCC 15 CCTCCTTAA C
2 CAGCCGA ACTA 9 CGC CCCCAGT 16 CCGCGA CCA C
3 CTCAGCCCA G 10 TCCACC GAGC 17 ACCTGA AGA G
4 GTC GAT GTC G 11 CCG GGC AAGC 18 TCGTGT TGC T
5 CCACCCARA G 12 GGT TCCACC T 19 CCGC GTT CCT G
6 CGGTGA CATC 13 CGGCCA CCGT 20 TGT CAGCGG T
7 CCGC GTGCCA G 14 GGG CCC CTA G 21 GGC TAG GCC G
3 3
Table 3 Three groups of Brassica napus
Group Cultivars Origin
1 2 2 1 m=-207 3 (5/11) (4/12)
5 Oro Norin5 Norin 31 Norin 30 Norin 3 (1/11) (1/11)
Kordl Ceebra Ramon-3 (10/ 16) (1 16) (1/16)
2 | Cdlypo Kait Lirawel 230 28669 28670 (1 16) (1/16)
1655 28663 28620 28621 Ledis (1 16) (1/16)
Norin 6 1 1 B104 (6/13) (5/13)
3 g 821 3 71-39 3 4 (1/13) (1/13)
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Fig.1 The genomic DNA pattern of Brassica napus amplified with primer 21
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Brassica napus as determined by Word' s Ledis 28620 28621 28663 1655

duster method from RAPD data 28670 28669
2 3 4 71-39 3
3 71-39
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