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Co-expression of two spliceosomes of cyclin-dependent kinase-2 in SH-SYSY cells

YUE feng', MA Wen-li', ZHANG Bao', SONG Yan-bin', ZHENG Wen-ling?

Institute of Molecular Biology, First Military Medical University, Guangzhou 510515, China; “Institute of Molecular
Oncology, Guangzhou General Hospital of Guangzhou Command, Guangzhou 510000, China

Abstract: Objective To investigate the expression of cyclin-dependent kinase-2 (CDK-2) gene in SH-SYSY cells. Methods
The expression of CDK-2 gene was examined with reverse transcriptional (RT)-PCR, and the PCR products underwent elec-
trophoresis on non-denaturing poly-acrylamide gel (PAG) followed by silver staining. The separated and purified DNAs were
ligated into pMD18-T vector, and the positive clones identified by sequence analysis. Results Two DNA bands were dis-
played on PAG, and the one with smaller molecular weight was less intensively stained. The sequences of the two clones indi-
cated that both were products of CDK-2 gene. Conclusion Two kinds of CDK-2 gene products are co-expressed in the
SH-SYS5Y cells, one of which lacks the fifth exon and is expressed at a low level.
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