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GIn192Arg polymorphism of the paraoxonase-1 gene is not associated with Alzheimer's disease in
Chinese

SHI Jia-jun® %, ZHANG Si-zhong', MA Cui*, TANG Mou-ni*, LIU Xie-he’, WANG Ying-cheng’, HAN Hai-ying?,
GUO Yang-bo?, FENG Rong-mei%, MIAO Guo-dong®

'Department of Medical Genetics and Division of Human Morbid Genomics, Key Laboratory of Biotherapy of
Human Diseases of the Ministry of Education, West China Hospital, Sichuan University, Chengdu 610041, China;

*Guangzhou Psychiatry Hospital, Guangzhou 510370, China; *Center of Mental Health, West China Hospital, Sichuan
University, Chengdu 610041, China

Abstract: Objective To explore the relationship between paraoxonase-1 (PON1) gene Gin192A rg polymorphism and sporadic
Alzheimer's disease (AD) in Chinese. Methods A total of 165 AD patients and 174 age-matched control subjects were
enrolled in this study for examination of PON1 G/n192Arg and apolipoprotein E gene polymorphisms using polymerase chain
reaction-restriction fragment length polymorphism (PCR-RFLP). Results The distribution of PONT1 allelic and genotypic
frequencies did not significantly differ between AD patients and the control subjects, even after the stratification by
ApoE-epsilon4 status. Conclusion G/n192A rg polymorphism of the PON1 gene is not associated with sporadic AD in Chinese.
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Fig.1 Electrophoresis of the PCR products containing PON1
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M: pUC19 DNA/Msp | marker; Lanes 1-4: PCR products (214 bp)
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Fig.2 Electrophoresis of PCR-RFLP analysis of PON1 Q192R
polymorphism
M: pUC19 DNA/Msp I marker; Lane 1: QR heterozygote (214, 190 bp);
Lane 2: RR homozygote (190 bp); Lane 3: QR homozygote (214 bp)
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1 AD PONI1
Tab. 1 Genotype and allele frequencies of PON1 gene in AD
patients and control subjects

Genotypes Alleles
QQ QR RR Q R
AD cases 165 25(0.15) 68 (0.41) 72(0.44) 118(0.36) 212 (0.64)
Controls 174 20 (0.12) 84 (0.48) 70 (0.40) 124 (0.36) 224 (0.64)

Group n

AD: Alzheimer's disease
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2 ApoEe4 AD PON1
Tab.2 Distribution of PON1 Q192R polymorphism in AD patients and controls
according to the ApoEe4 status
Genotypes Alleles
" QQ QR RR Q R
Non-ApoE &4 carriers
AD cases 103 18 (0.18) 41 (0.40) 44 (0.43) 77 (0.37) 129 (0.63)
Controls 146 17 (0.12) 68 (0.47) 61(0.42) 102 (0.35) 190 (0.65)
ApoE &4 carriers
AD 62 7(0.11) 27(044)  28(045)  41(033)  83(0.67)
Controls 28 3(0.11) 16 (0.57) 9(0.32) 22(0.39) 34 (0.61)
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