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The determine method of FGFR2 gene SNP based on fluorescent
quantitative PCR
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Abstract: Objective To study the feasibility of a novel single nucleotide polymorphism(SNP)
typing method based on Tm-shifting fluorescence quantitative PCR . Method The site

of rs2981582(T—C) in FGFR2 gene in patients with breast cancer was selected and its DNA
were marked by using fluorescent dye SYBR Green I, moreover, it was connected with different
length tails at 57 -end of the specific genotypes primers. The peaks of different genotypes
in melt curve would appear at its respective sites, so we could distinguish the SNP by the
melt curve . Result In melt curve, the peak of C/C genotype appeared at the point less than
or equal to 84.6°C, under special circumstances, it would slightly move to right, but not
exceeding 85.1°C, it"s a sharp peak. The peak of T/T genotype appeared at the point more than
87.5C, under special circumstances, it would slightly move to left, but not less than 87°C,
it"s also a sharp peak. The peak of T/C genotype appeared between the two peaks above-
mentioned, it"s a smooth peak. Conclusion The results showed that the method was accord with
heredity regular and the method was specific, easy to operate, low-expensive and suitable for
SNP typing detection in large scale samples.
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