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The application of mass spectrometry in genomic analysis
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Abstract: The application progress on biological mass spectrometric analysis of nucleotide has been reviewed.The
principle of electrospray ionization-mass spectrometry(ESI-MS)and matrix assisted laser desorption ionization-mass
spectrometry(MALDI-MS) is described,as well as their applications in the genomic analysis.The study result on mass
spectrometric analysis of single nucleotide polymorphisms genotyping,short tandem repeat,and sequencing of
oligonucleotide. Simulaneously,the issue is put forward and the development direction is prospected.
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