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DNA identification of Zijingpi's adulterant species Schisandra sphenanthera based on NCBI
nucleotide database analysis

Abstract:Objective: To provide basis for quality control of Zijingpi, DNA identification was used based on NCBI nucleotide database
analysis. Method: Firstly, total DNA of Zijingpi was extracted. Secondly, the ITS sequenoewas amplified by PCR with universal primer of
ITSand PCR pr direct! after ion. Finaly, ITS ity and pt ised for
identification. Result: The ITS seqq of drugs of Zijingpi was obtained. Conclusion: Itis

firstly reported that the mainstream commercial drugs of Zijingpi was the bark of Schisandra sphenanthera.
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