www.firstlight.cn

AL FhRl SRAP5TRAP A H: N

http://www firstlight.cn  2007-12-07

SRAPSTRAPR I K EMIFT ALy ThRC R, HAME. dak. mdtte, mEM. SNFSEIa, JUH R REE 1
APEAE (ORFS) X3, ASCH 43 HITE= 2 mAE Y5 ) H 28 FF R ISRAP. TRAPHRIC R IIEAR R B A3 A 2 P EAT 4. 514
BT ZESRAPSTRAP T OCHE, HHCIT KL ZASRAPIE. [ 514): 5 SRAPFICH AR TAUEATFINE BAF, TRAPE AR
BET CAICDNA BESTRRA(E Bt & 5 1A P TPCRY 1 — A PCREER I S VEAR I, WIS MEH Z IR A35C, 5
30~35/MEHM 50T H I WP E R R B e vk, R RBUR Y. EBEYIN. HATIXPIR bR R CHIRTEL A
FEVIT BT R 4 08 VPO 280 4% PR T AL e (R A i s B ) . PR Robnc ) 2 2k DN 4 0 e I A5 g T J D N o

Abstract: SRAP and TRAP are two kinds of newly developed molecular marker systems with the advantages of simplicity, high thro
ughput, numerous co-dominant makers, highly reproducibility and ready to sequence, especidly preferential targeting ORFs. The principle an
d protocol of SRAP and TRAP, which were developed in Brassica and Helianthus cropsfirstly, are introduced in the paper. Primer design i
sakey step for SRAP and TRAP, and some F-and R-primers were developed. Unlike SRAP technique, the TRAP requires cDNA or EST se
quence information for fixed primer development. The annealing temperature is 35°C in the first 5 cycles and 50°C in the subsequent 30~3
5 cycles. The amplicons can be separated by polyacrylamide or agarose gel, and detected by autoradiography, silver or EB staining. SRA
P and TRAP are applied in germplasm genetic diversity analysis, genetic map including transcriptome map construction, important trait gen
e tagging and gene cloning in many crops.
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