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The crystal structure of 3-(9-acridinylamino)-5-(hydroxymethyl) aniline (AHMA)
antitumor drug

300071

Abstract: The structure of 3-(9-acridinylamino)-5-(hydroxymethyl)aniline( AHMA)-an antitumor drug derived from the
clinically used antileukemia drug m-AMSA was analyzed by x-ray crystallography.The unit cell was found to betriclinic with
dimensions of a = 8.043 (2), 6=9.949 (2), c = 11.631 (3) A, 0=69.78 (1)<, p= 84.02 (1)<, Y= 65.70 (1)< .The space group
is P-1.In the structure, the acridine and aniline plane are almost perpendicular to each other and dihedral angle between
two planes is 66.5<.
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