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Abstract:A study on amplified fragment length polymorphism(Amp-FLP)at locus D17S30 in Han
nationality of Yunnan was carried out by using PCR followed by a high-resolution PAGE technique and
silver staining. In a sample of 105 unrelated individuals,a total 12 different alleles and 41
genotypes were detected. The heterozygosity was 83.81% and the probability of discrimination(DP) was
0.9647. The distribution of observed genotypes obeyed the Hardy-Weinberg equilibrium.
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