« |-—g&/Previous Article| A4t H sx/Table of Contents] —45/Next Article»

(LT 12 365, /N T, i 55 o A A S R R 389C > T 22 27 A 7 PR IUIA N o 110 3 A B 3 g Mo P 8 ) DRIk e [0 5 = e K2

4%,2014,36(05):473-477.

Yang Junhui,Wang Xiaoming,Wang Chaoyong,et al.Relationship between 389 C>T polymorphism of catalase gene and noise-induced

hearing loss in Han population of Chongging[J].J Third Mil Med Univ,2014,36(05):473-477.

EEET

oA A B L R 389C > T Ay S fE TRt \BE
ﬂsﬁé%‘@ﬁiﬁ ) %Hﬂéﬁﬂ T 1. poF)

N
“-/
H "

EXE

5 =7 g ke z 224 ) [ISSN:1000-5404/CN:51-1095/R] 25:: 36 Hjj % : 20144E 4505487 Wi i - 473-
ATT B2 H: 1% Wk H #9: 2014-03-15

Title: Relationship between 389 C>T polymorphism of catalase gene and
noise-induced hearing loss in Han population of Chongging
(= R ES FANIL FRKS BRERNT BT BelEs

IR R BE B B S AN R ST SRR SRS RE, SIS S B0 68
P A0 E X SIS TV B X A T 2 ) ot EE TV B oD B e -
LA IR

Author(s): Yang Junhui; Wang Xiaoming; Wang Chaoyong; Chen Jichuan; Qian Yu;
Duan Zhaoxia
Department of Otolaryngology Head and Neck Surgery, State Key Laboratory of
Trauma, Burns and Combined Injury, Department 6, Institute of Surgery
Research, Daping Hospital, Third Military Medical University, Chongging, 400042;
Prevention and Control Center of Disease of Fuling, Chongging, 408000;
Department of Otolaryngology, Chongqing Fuling Central Hospital, Chongqing,
408000, China

E Ak W PR S rST60217; A (LA L TTIR 2 A
Keywords: noise-induced hearing loss; catalase; 389 C>; T polymorphism (rs769217); single

nucleotide polymorphism

4y g R195.4; R394.5; R765.433

kARG A

iy Ffy  #itid e as(catalase, CAT)IERE SN 5 71X 4595 B 7 1 7 X545 4389C
>T (rs769217) Z sk AF T BRIUR AT P K1 4041 B -5 i 8 110 IR 9
WaRis LA v 6] R R XYM TG I % 9 2R P i s ik 225481, g s e 427451 41
GO G0 W Pl MRS 2 e 74 i 2 75 HH B 5 ME W )3tk (noise-induced
hearing loss, NIHL) Y43 kdEH 2240, EINIHL(-)2H(n=303)f1H 24, HINIHL(+)4q
(n=124)0 T 1iE R 528 R B FIHRIMLDR ™A AR, /) BRI - 41 CATHE K389
C>TR AT T RIFER A, I R4 ) JE R A A5 B DR A0 A1 K I R AR ] ) 2
=, R ZERFSY A GEEE Ry 31 CATIL K 389C > T4 247 A g 3fh L x| 1ICC, CT

5 i /NAVIGATE
A H 3/Table of Contents
—4/Next Article

|-—#&/Previous Article

[ HL/TOOLS

B F A< 3 (1 s 2 /References
"~ PDF/Download PDF(992KB)

ST HIFT EpA s /Print Now
rE/ % 3 /Comments
S

4 11 /STATISTICS
sy s /Viewed 60
4= R4k /Downloads 34

i /Comments

[ RSS | XML |



FITT, 240 N1 TR FE PR 12 40,46, CA Ay FEDR A% 4 0.54,  fgkt Feof H 2 I 7
Bl £ 5 DK R AR 43 A7 75 £y Hardy-Weinbergjii {14y i #4:(P>0.05) - ft et 201 5 55
Befheh A HEx B S NIHL() 2 1] CATIE[R1389C > T2 2 iy i (3R Ik R 82 (CCL CTAI
T Fnspr 3R (CL TS oy A 35 J6 W ok 2 5:(P>0.05) (R fgk et g 21 S5 NIHL(+) 41 J
NIHL(-) 41 5 NIHL(H 21 [ 3 i 84 (CCL CTRITT)RIAr 5616 (CL TS0 A3 ATtk 25 1k
%:5:(P<0.05), H @ HEALAL 43 i EITT+CC vs CCy 45 25 Mo 53 (P<0.05) 45
w o 389C>TAyp( (rs769217) 55 pRys e A A NIHLISEAL ) PR AT OCTR, R FEPRIX
TN rP ] 4 D4 e 1 28 2 S B 2 E s G

Abstract: Objective To explore the distribution of 389 C>T (rs769217) polymorphism of
catalase (CAT) gene in Han population of Chongging, China, and the relationship
between the polymorphism and noise-induced hearing loss (NIHL).
Methods In Chongging, China, 427 unrelated adult Chinese Han people who
were exposed to noise (noise exposure group) and 225 healthy volunteers
without exposure (control group) were included in the study. The noise
exposure group was further divided into NIHL (-) group (without NIHL, n=303) and
NIHL (+) group (with NIHL, n=124). An improved multiplex ligation detection
reaction (iMLDR) technique was employed to detect genotypes of 389 C>T
polymorphism of CAT gene. Allelic frequencies and clinical characteristics were
compared among these groups. Results Three genotypes, CC, CT and TT,
were detected. The frequencies of C and T allele of the CAT gene 389 C>T
polymorphism were 0.46 and 0.54 respectively. The genotype distribution in the
control group and noise exposure group was in agreement with the Hardy-
Weinberg equilibrium (P>0.05). There was no significant difference in genotypic
(CC, CT, TT) and allelic frequencies (C, T) between the control group and noise
exposure group and between the control group and NIHL (-) group (P>0.05).
However, significant differences were observed between the control group and
NIHL (+) group and between the NIHL (-) group and NIHL (+) group (P<0.05),
especially in the case of dominant association effect (TT+CT vs CC, P<0.05).
Conclusion The person who is exposed to noise with the T variant allele has
significantly higher NIHL morbidity than those with homozygous C allele. CAT gene
389 C>T polymorphism may be used as a biomarker for the assessment of NIHL

morbidity in Chongging Han population .
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