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Effects genetic polymorphisms of CYP11B2 and enviromental factors on
development of essential hypertension
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Abstract:

Objective To explore the relationship between genetic polymorphisms of -344C/T in the promoter
region,K173R in the exon-3 of aldosterone synthase gene(CYP11B2) and essential hypertension
(EHT),and to identify whether classical risk factors interact with genetic polymorphisms in the
development of the disease.Methods We used a nested case-control design to investigate the
relationship between genetic polymorphisms of -344C/T,K173R and the risk of EHT.The genetic
polymorphisms were detected with polymerase chain reaction-restriction fragment length polymorphism
(PCR-RELP) in 210 EHT patients and 391 normal controls(182 complemental cases and 189 matched
controls) from Harbin city.Information on several classical risk factors were collected.Results The
differences in 344C/T genotype frequency distribution between EHT patients and normal controls were
statistically significant in men and all subjects(P<0.05).The difference in K173R genotype frequency
distribution between EHT patients and normal controls was statistically significant in women
(P<0.01).0Overall,there were several synergistic effects between the studied polymorphisms and classical
risk factors,including overweight,abdomen obesity,hyperglycemia and dyslipidemia.The presence of -
344C/T CC+TC(and also K173R KK) increased the odds of developing EHT when combined with the
classical risk factors(synergism index>1).Alcohol drinking and smoking also increased the risk of EHT in
the presence of -344C/T CC+TC.In the subgroup analyses,dyslipidemia interacted negatively with -
344C/T CC+TC for both men and women,and hyperglycemia interacted negatively with -344C/T CC+TC
in women.In addition,the risk factors interacted positively with -344C/T CC+TC as well as K173R
KK.Conclusion The differences in -344C/T and K173R genotype frequency distributions between EHT
patients and normal controls are statistically significant in Han people.Moreover,the combined effects of -
344C/T CC+TC,K173R KK,and some classical risk factors significantly contribute to the development of
the EHT.

Keywords: essential hypertension gene polymorphism risk factor interaction
WOk 9] 2011-11-18 & (8] H T 9 2% ik A H 39

DOI: 10.11847/zgggws2013-29-01-14

¥ Yy RE

AIAE R
F Supporting info
k PDF(954KB)
F [HTML4: 3]
b 27 S0k
b AR SCHER S I
(N AR LS
BN AR
b5 A
F Email Alert
b ST R 5t
(IS RS
kJEUR M I (EHT)
(- PSE 2
oSS ES
b A EAEA
(PR
(559,17
kT3
(P
kL]
P AL HE
PR
F Article by Xiang, Z. L.
k Article by D. J. B.
F Article by H. B.
F Article by C. J. S.
F Article by C. G. C.
F Article by D. Z. Q.
F Article by S. G. L.




T E # B 5 E-mail:zhaojb168@sina.com
YE# i/

226 30K

[1] # )G, X i . v i A S S DR 9k e
[31. 7 A 3L B4 ,2009,25(1):18-19.

[2] zhu HD,Sagnella GA,Dong Y,et al.Contrasting associations between aldosterone synthase gene
polymorphisms and essential hypertension in blacks and in whites
[J].Hypertension,2003,21(1):87-95.

[3] Silvia RSF,Pedro HC,Rodrigo SMN, et al.Combined analysis of genetic and environmental factors on
essential hypertension in a Brazilian rural population in the Amazon region
[J].Arg Bras Cardiol,2007,88(4):393-397.

[4] Guidelines Subcommittee,1999 World Health Organization-International Society of
Hypertension.Guidelines for the Management of Hypertension
[J].Journal of Hypertension,1999,17(2):151-183.

[5] P4t AR T2 3o 2l ) L A AR T I 90007 45 145 8 GAAT)
[S1. Akt 12E s i ), 2002.

[61 HEM L, PNEL T, 2 )RR PR T o SO I R i X HE P2 W 90 0 VA S5 4T
[3]. 32 7 5E BB PR i 24 35,2001,9(2) : 3-5.

[71 TR B 2 i S 28 0 4 LT S B VR
[31. HP A Il R A%, 1997,25(3): 169-172.

[8] World Health Organization,Diagnosis and classification of diabetes mellitus and its
complications.Report of a WHO Consultation.Part |:Diagnosis and classification of diabetes
mellitus.Geneva:World Health Organization,1999.

[91 Syt Az, LR 2, Z8fliR, 4 o [ J ECHRANAT b P BAR 43
[31. H [ 18495 TS5 S5 4541, 2005,13(5) 1 195.

[10] Lhieh Az, 2R PREr, /N B, 46 Hp [ i RO AT 9 IR
[J]. 7% 7554k ,2005,27(5):363.

[11] Arias-Vasquez A,Sayed-Tabatabaei FA,Schut AFC,et al.Angiotensin converting enzyme
gene,smoking and mortality in a population-based study

[J].Eur J Clin Invest,2005,35:444-449.

AT IR 2R A8l S

1. W, SESE, R, REE, TG, TEFS O, MRS AR T AR DR R R R R R [9]. T EAL T
£, 2013,29(2): 285-287

2. ARJICE, MU N R — AL A AT R 2 8 5 0 A BN SR D] P EAIL T AR, 2013,29(2): 299-302
3. B, BN, R, MOICHE, TEET.MTHFRIE K 2 25 1E RG2S 58 RIEDIER S R D] P EAIL T A,
2013,29(3): 347-349

4. BIRW, WARE, 5, FOL.CYPIALKGSTPLIL N £ A1 5 i 2 B X R [3]. HE AL T4, 2013,29(2):
169-172

5. TEigy, WREE, AR, SRpet, W0, TKOCKR, BORME IR SR lHS-CRP/KSF- 5O ML E R S R B 2 G &R [9].
3t 1A, 2013,29(2): 198-201

6. IRFE, AL, FBAERE, TR, FRSE.CYPTALKE R 2 A M0 IR AU v i ABERZmI[3]. T E AL T4, 2013,29
(4): 491-493

7. FHMS, FNER, DAEAR, SR, TR, SRECE, 4R BAL, PVRLPPARY2EER 2 A S G Y S AR ER SRR
1. FEAIL T, 2013,29(4): 493-495

8. EHIA, AR 2B RN G R R R A BAR P RE[9]. AL P, 2013,29(4): 615-617

SCEPFR (HERC A AT OO A5, WA ARG EARTERII BRI A EARERA W )



HIS A7 1t ik

EIER ZFER

UranR L

[ 1620

Copyright 2008 by H [E /AL B4




