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Abstract:

Objective

To explore differently expressed microRNAs between basal and Luminal A subtype of breast cancers and
study the regulatory roles of these microRNAs.

Methods

A dataset of microRNAs expression profilings of basal and Luminal A subtype of breast cancers was
obtained from GEO database and analyzed by BRB-ArrayTolls. Target gene sets were collected by
prediction software TargetScan, miRDB and TarBase. And then Gene Ontology categories and pathways of
target gene sets were further analyzed by DAVID database.

Results



Up-regulation of 31 microRNAs and down-regulation of 23 microRNAs were identified in basal compared
with Luminal A breast cancers (p<0.001).

Correspondingly, two gene sets of 4 916 and 3 217 target genes were collected. Further Gene Ontology
analyses showed that different Gene Ontology categories were enriched between two target gene sets.
There were 35 and 39 KEGG pathways (p<0.05) were enriched separately in two target gene

sets. Also, 5 and 9 BIOCARTA pathways were enriched (p<0.05).

Conclusion

There are different microRNAs expression patterns between Basal and Luminal A breast
cancers.Function analysis indicated that differently expressed microRNAs may take partin quite
different biological processes and signaling pathways, and may have different regulating roles in
different breast cancers.

Key words: Breast cancer Basal Luminal A microRNAs Bioinformatics
W e H 81 2012-07-30;

W ARAE sy, E-mail: zyfen@yahoo.com, sgfi{—, E-mail; zhangjiren@126.com  E-mail: zyfcn@yahoo.com
TEH A 2% (1982-) , by, WL, B2 ASHHUNRNASHIIE G R IS

IR A

LPENT AAME, N A, R A FILuminal AL microRNAs &S % 1 EWE B 2% 40 W [3]. MRiB a9, 2013, 40(05): 417-421.
JIANG Maozhu,MAI Zhonglun,ZENG Rong et al.

Bioinformatics-based Analysis for microRNAs Expression Profiles between Basal-like and Luminal A

Breast Cancers
[J]. Cancer Research on Prevention and Treatment, 2013, 40(05): 417-421.

BATA IS % 3CHK

[11 /e, B, BURME, RN U I PR B bR K 23 T 43 8O0 TECHT Al B Ak 77 i B 58 4 2 7 1 T A 48 [30. IBssiiia it s, 2013, 40(06): 599-603.
[21 AL =, B, RET, E KL HWEE K Beclind AR 41 1 7 ) FLRN AL K 408 K L Bel-2 1 pS3 A e 1 [3]. PR B i TS, 2013, 40(05): 459-462.
[31 A B AR, SR, TN, T, B U 25 30 T A LR I I R T X A [O]. IMRTRADEST, 2013, 40(05): 481-484.

[4] EARAK, SOREEE, RME, 9K B, VEGF+936C/TZ 15 FLME 5 YLK & ) Metadi Bt [0]. MURIB G TS, 2013, 40(05): 489-494.

[5]1 =Bk, W, EEM, XY, B TRAILKILSZ (e 31 4190 h ¥ 408 & i ). MYERiamist, 2013, 40(04): 345-348.

[6] HEE, #ad, LA AFURREATEILE Y e mT I kg [0, ERRATIS, 2013, 40(04): 388-390.

[71  FBM, R, WL, R, AUBAK, AR TITE, SR, B, B0, sk TREL UHL S8 MER, R, LBy, TR, RO, R UG
W Js R S I R A UE R T TR 2% 40 T [ R VA IS, 2013, 40(04): 381-387.

[81 TRV, T B, . i FL R () 1 PR B R ] B [9]. RERI VAT ST, 2013, 40(04): 391-394.

[9]  Jtwiu, SKER, ZEJy. O LA 2 24 24 A0 SC A AR R B A AR B 2 0 BT D). IRET G TS, 2013, 40(04): 400-406.

[10] WEEFS, Wl demlt, fEIrdE. PUSKHIMER il i) i i £ 1 WO 10 v an i 02 20 8 40 i 2 08 T 8 (0 0 7 [9]. IRiBva s, 2013, 40(03): 221-225.
[11] KW, AP, ZRIBEE, ok, FERDT. SEAZ RN BT ik o PR MCF =7 gi g A= K30 i 48 F i LI [9]. PRI 5T, 2013, 40(02): 138-143.

[12] EZEBL, O, ARG B B 2R T R B I U RO R 4 22 A% 190 JF SCHR = ) [30. MREBABEST, 2013, 40(02): 218-220.

[13] R, BENG, AalE, W, VEGF-CRI AL gh i 5 30 M e bk O A i Bk T 45 5 B8 11 56 & 0], PRI 5%, 2013, 40(01): 56-58.

[14] XURKWY, EOERE, REEM, B5, W%, WG, AT, §ITR, BRE L OFLIRE 2 T BUAE 2 04 Al 3R AR Al B AL YT T AR RS TP TR 4 18 [30. TR B R BT,
2013, 40(01): 59-64.

[15] MR, Wivh, 2o, FEUSHE, SKESHE, JRUROR, EARI. A4 E0 DMBAE G M 4 A SD O BUFUIR K AR R 10 T S B 9], R GBS, 2012, 39(7):
773-775.

201CP#.08002248 =
BRI © (IRIBHETITT) Gt

¢ AL A AR v B R A B Rl vk PR BORSCHE: support@magtech.com.cn




