
 

复旦学报（医学版）    2008 35 (3):     ISSN: 1672-8467  CN: 31-1885/R  

论著 

扩展功能  

本文信息

 Supporting info
 PDF(1146KB)
 [HTML全文](0KB)

 参考文献[PDF]

 参考文献

服务与反馈

 把本文推荐给朋友   

 加入我的书架 

 加入引用管理器

 复制索引

 Email Alert 
 文章反馈

 浏览反馈信息

相关信息

  本刊中 包含“XRCC1 194密码

子；基因多态性, 肺癌”的 相关文章 
本文作者相关文章 

· 苏佳  
· 牛润贵 韩小友 史建平 刘力 李家
伟 卫国荣 陈传炜 俞顺章 张作风 穆
丽娜  

 

DNA修复基因XRCC1密码子194多态性与肺癌易感性研究 

苏佳1,5 牛润贵2 韩小友2 史建平3 刘力3 李家伟1 卫国荣1 陈传炜1 俞顺章1 张作风4 穆丽娜1△ 

1复旦大学公共卫生学院预防医学研究所 上海 200032；2山西省肿瘤医院医务科 太原 030013； 3
太原市疾病预防控制中心慢病科 太原030013；4美国加州大学洛衫矶分校流行病学系 洛杉矶 

90095；5复旦大学生物医学研究院上海 200032 

收稿日期    修回日期    网络版发布日期      接受日期    
摘要 
目的 研究DNA修复基因XRCC1密码子194多态性与肺癌易感性的关系，并探索其与吸烟可能的交互作

用。方法 采用病例-对照研究,收集原发性肺癌患者396例为病例组,同时抽取465名当地健康居民作为对

照组,进行流行病学调查。运用PCR-RFLP方法分析XRCC1基因Arg194Trp位点的多态性。应用Logistic
回归模型分析该位点多态性与肺癌易感性的关系。结果 等位基因Arg和Trp在病例组的频率分别为

69.82%和30.18%，在对照组中则分别为74.30%和25.70%，两组间有显著差异(P=0.0386)。携带

纯合突变基因型Trp/Trp者患肺癌的风险显著高于携带野生型Arg/Arg者，其OR值为1.72 (95%
CI:1.05-2.80)。携带纯合型Trp/Trp的吸烟者患肺癌的风险约为携带野生型Arg/Arg的非吸烟者的7倍
(OR=7.18,95%CI:3.09- 16.66)；是携带野生型的吸烟者的2倍(OR=2.02,95%CI:0.92-4.43)。
结论 DNA修复基因XRCC1密码子194的多态性可能与肺癌的易感性有关，且在吸烟者中，Trp/Trp基因

型可使肺癌发病风险显著提高，提示XRCC1可能通过遗传因素及遗传因素与环境致癌因素的交互作用影
响肺癌的危险性。 
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Abstract
Objective To explore the relationship between the polymorphismsof DNA repair gene 
XRCC1 codon194 and the susceptibility to lung cancer. The possible interaction 
between XRCC1 and tobacco smoking with the risk of lung cancer was also evaluated. 
Methods A case-control study including 396 newly diagnosed lung cancer cases and 
465 healthy resident controls was conducted. We employed the PCR-based restriction 
fragment length polymorphism (RLFP) techniques to analyze the XRCC1 polymorphisms 
at Arg194Trp loci. Logistic regression was used in the analysis of the relationship of this 
polymorphism to lung cancer susceptibility. Results The frequency of allele Arg and Trp 
was 69.82%% and 30.18% in case group, and 74.30% and 25.70% in the control 
group, respectively; a statistical significant difference was observed (P=0.0386). The 
carriers of Trp/Trp had higher risk of lung cancer than Arg/Arg carriers, adjusted OR: 
1.72 (95% CI: 1.05-2.80). Smokers carrying Trp/Trp genotype have higher risk than 
nonsmokers with Arg/Arg genotype (OR=7.18, 95%CI:3.09-16.66). Among smokers, the 
Trp/Trp carriers also possessed higher risk relative to Arg/Arg carriers (OR=2.02, 95%
CI: 0.92-4.43). Conclusions The results suggest that genetic polymorphism of DNA 
repair gene XRCC1 codon194 might play an important role in lung cancer susceptibility. 
Furthermore, XRCC1 may interact with tobacco smoking and increase the risk of lung 
cancer. 
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