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Abstract

Objective Hepatitis B virus (HBV) infection has important influence on familial
aggregation of primary hepatocellular carcinoma (HCC) . The specific aim of this study
was to estimate genetic variance components of age at onset for HCC when HBsAg
was taken into consideration. Methods We conducted a population-based case-control
family study of liver cancer in Taixing, China, in 2001-2002. Genetic variance
components method based on random-effects Cox proportional hazards model was
used for 178 nuclear families and 184 extended families data, and MCMC was used to
estimate parameters. Results Simplified model excluding shared common environmental
variance was finally fitted. There was a resemblance on the results for estimated
parameters between nuclear families and extended families data. The results from
extended families data showed the hazards ratio for HBV associated with age at the
onset of HCC was 12.13 (95% confidence interval: 6.94-23.03) , and additive genetic
variance and dominance genetic variance were 0.076 (95% CIl: 0.002-0.291) and 0.301
(95% CIl: 0.010-1.067) respectively. Conclusions The additive genetic and dominance
genetic factors (or shared sibling environmental factors) played an important role in the
age at onset of HCC but that common environmental factors were negligible besides
HBV infection.
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