FEAR WA 5845 1SSN: 1004-616x  CN:44-1063/R 2005; 17(02) :110-113

W

65 R ORI HF N T ENIEHMGI-YIE ] (1) R
W 2% s WK T s 25T 32
TR R B IR, Ak KFFE 130021

W H I 2004-8-27 1& [0 H M 2004-10-9 I £ kit & A H Hi:

T SSRGS Yt AT e T WURIBR A, FEGN M SR 5T A S AT A
HMGI-Y (High Mobility Group,HMGZ &I il it 2 —)FE R R IE,  FRZZHEERITE T 5 WIIRH DA 2% vh 1) /E HIAL
We MBS OF MM LT ITE, X506 5 WUR bR A S5 e AR TF 34T 0T, 2 B3N S2 5
H: 65 P mdl . JE65 YRRl . Rk EwAl, RS @@ RT-PCR—BIL, X4
HARAZEATHM GI-Y 2 K R IA T MRNA KSR ;- @ B i 2H U022 73 BT S A THM G -Y 2 R Ak 1 1R
FACTARI . 2558, 65 Yk, 178.0 % (2.0 %~19.0 %); 65 YL ikmizs 418, 516.0 %
(7.0 %~29.0 %); YOfRIEH 4H38%, 1576.0 %; @RT-PCR BN R R, 65 PO ERAEHHMGI-Y
FERTEMRNA K P RIA i TE6'5 e (ol AR AR L Ak I H AL @ L ZUb 22 A I 45 I B /RHM Gl -Y 2 (R 8
HRIER, 65 YOk T IE65 P O R AR 4 5 Y (R EH 41 G AL 2 M LR = RITE B . 458
WFFT 4 B4R 65 Ytk w28 a] LS R T B WUR IR A, FREE REXHMGI-Y 2L Rk 2 e

K FEAUE, QR HMGI-YZE; RT-PCR

The HMGI-Y Gene Expression of Uterus Myom With the
Chromosome 6 Complex Rearrangement
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Hospital, Changchun Jilin 130021, China

Abstract BACKGROUND & AIM: To explore the acting mechanism of HMGI-Y gene (high
mobility group,a member of HMG family) in uterus myoma etiology through detecting its
expression in cytogenetics and molecular genetics with uterus myoma specimen containing the
sixth chromosome complex rearrangement. MATERIAL AND METHODS: (DPreparing
chromosome specimen of 50 cases uterus myoma and they were detected by cytogenetics
analyzing method. They were divided into three experimental groups:the chromosome 6
aberration group, none aberration of the chromosome 6 group, normal chromosome group,
calculating the proportion of each group;@mRNA expression of HMGI-Y gene in every group
were detected by RT-PCR one step method; 3.Protein expression of HMGI-Y genein every
group were detected by immunohistochemistry analysis. RESULTS: (D4 cases in chromosome
aberration group, accounting for 8.0 %6 (2.0 % ~19.0 %);8 cases in none aberration group,
accounting for 16.0 % (7.0 % ~29.0 %);39 casesin normal group,accounting for 76.0

% .@RT-PCR one step method indicated that mRNA expression of HMGI-Y genein the sixth
chromosome aberration group is higher than that of two other groups markedly;

(@ immunohistochemistry analysis indicated that protein expression of HMGI-Y genein the first
group is higher than that of the latter groups evidently(P<0.01),there is no difference between
them (P>0.05). CONCLUSION: This study illuminated that there was intimate relationship

between aberration of the chromosome 6 and uterus myoma, it acted through regulating HMGI-Y

gene expression.
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