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DELETION OF EXON 2 OF MTS1 GENE IN BREAST
CARCINOMAS BY MULDELETION OF EXTIPLEX- PCR

Huang J , et al

Instit ute of Bioengineering of Guilin Medical College , Guilin 541004
Abstract This study sought to address the relationship of breast carcinoma with deletion of
MTSL gene. 17 of 47 cases showed MTS1 gene was deleted by multiplex - PCR. The rate of
deletion of MTSL1 gene was 36. 2 %.the rate of deletion in metastatic breast carcinoma of lymph
node was 60 %(9/ 15) , that in nonemetastatic breast carcinoma of lymph node was 25 %(8/
32) . There were significant differences in the rate of deletion of MTS1 gene between them , and
between the rate of infilt rating type of breast carcinoma and the others. These suggest that
deletion of MTS1 gene was associated with progression and type of breast carcinoma.
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