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Polymorphisms in E-cadherin (CDH1) Gene Promoter and Susceptibility of Cervical Cancer
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Abstract: Objective: To investigate the association of two single nucleotide polymorphisms on the E-cadherin AR
gene with the risk of cervical carcinoma. Methods: The SNP of the E-cadherin gene was genotyped by

polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) in 243 cervical cancer patients SBEIK
and 323 unrelated healthy women. Results: The genotype and allele distributions of CDH1 -160C/A were not RIBER
significantly different in the cervical cancer group compared with the control group (P>0.05) . The genotype PN

and allele distributions of CDH1 -347G/GA were significantly different in the cervical cancer group compared with
the control group (P<0.05).Compared with individuals with -347G/G genotype, individuals with GA allele (G/GA or
GA/GA genotype) had significantly higher risk to develop cervical cancer with odds ratio of 2.66 (95%
Cl=1.48—4.80), it also has a tendency to increase the risk of HPV16, 18 type infection with odds ratio of 1.979

(95%CI1=0.860~4.558) The -160C/A and -347G/GA polymorphism was link disequilibrium (D’ =0.793118,
SD=0.0751), and -160C/-347G is the commonest haplotype in north Chinese women. Compared to -160C/-347G
haplotype, -160A/-347GA haplotype and -160C/-347GA haplotype decreased susceptibility to cervical cancer,
with adjusted odds ratio of 1.80, 95%CI=1.10~2.94 and 1.47,95%CIl=1.10~1.96. Conclusion: Compared with
individuals with -347G/G genotype, individuals with GA allele (G/GA or GA/GA genotype) has significantly higher
risk to develop cervical cancer.and a tendency to increase the risk of HPV16, 18 type infection. The -160A/-
347GA haplotype and -160C/-347GA haplotype increased the risk of developing cervical cancer compared with -
160C/-347G haplotype.

Key words: Cervical cancer E-cadherin  HPV16 Polymorphism

Wi A H 3: 2009-04-03;




AR 2T
Gl A
TRAGRE, LT, BRAE. E-ES AN (VLR 2 A L T B S RO U (1 0GR [9]. MMRIB IR EST, 2010, 37(08): 926-930.

ZHANG Qian-ying,LI Kui-xiu,LI Yan et al. Polymorphisms in E-cadherin (CDH1) Gene Promoter and Susceptibility of Cervical Cancer[J]. CHINA RESEARCH ON
PREVENTION AND TREATMENT, 2010, 37(08): 926-930.

BATA LS % 3R

[11 PSS HIRENR. £ome M AU 20 (K 2 25 1 5 R s AR 1 Metad) 1T [30. ORIBT iR ST, 2011, 38(5): 579-583.

[21 ESES4IT; ThedE WL X HPVL6 E7RIESHEF 5848 5 8 548 M MO ML [9]. IRBia iR, 2011, 38(3): 337-340.

[31  OKRSEEIEWT AR ARIE ; 20T 48 X0 4G . XRCCLIE [H £ 25 1L 5 ik B8 Ao s KU 9 Metady 7 [3]. IMORR A 09T, 2011, 38(10): 1181-1186.

[4] AT DT SR AL T P s k. 45 s A8 A0 R ot A R K R el Sk TR 2 A R [9). MURIRIVATTSE, 2010, 37(9): 1040-1043.

[5] XU oA e R 05 B IE 5N R 0 Y D S FR O S I PR 22 25 bk o A £ e 2 K Pk X Metady AT [0]. IMRIBA TS, 2010, 37(2): 213-217.
[6] 1T REE. C-myc. HPV16/18DNATE & Hii K Ji §i i 2 o () 3¢ 15 R H A 6 HE [9]. RIBT v HT5Y, 2010, 37(12): 1413-1415.

[71 VAR b, a0 Y0 2 Rl 46 347 13 22 25 1k 5 i i 2 ik 1 ) Metasdy #7 [9]. YR BA#ESE, 2010, 37(1): 101-103.

[81 EMLKRE - HHUETHPVL6 K5 IL-6 KA1k R D] MoRipyaers,. 2010, 37(1): 77-80.

[91 7% ACTREPG RS s ok b e CYPLAL, GSTMLIE N 2 A& vk K LI A 15 I 5 8 i 11 ) e D). Jivsgg s iy 5%, 2010, 37(06): 712-716.

[10] FizW&adk: =R i, B & 308 10 T AR a7 kD). pgpiiamrse, 2009, 36(7): 628-630.

[11] ZEwfiss EEfb £ BGBOF YIRS A B E2SFI R 3 2U TR +54C/ T 2485 i it & XK 1. fogiliawigt, 2008, 35(12): 900-903.

[12] KIS FA0s RIS RD 40 A5 MMP-126 0 2 5k 5 (88 . B0 18 R B 1 o6t [ g o, 2008, 35(10): 740-743.

[13] T @57 HBSEFET T EA pleX K C540GHC580TE & 5 i Kk X A & i M TE I 1 A0 AU 1) 5 1t 01 iR va i ot, 2008, 35(1): 58-61.

[14] S rPos dy 4 F 25 R SRR AR IR AR 28 2050k AR JE M4 Jm AR (I BE L. OFEIN 2 2% M 5 ) N I A2 T 40 M 88 114 5 sk 90 gl va i o, 2008, 35(1): 62-66.
[15] BSOGXM s TSAMEEN 2 &4 5 kR D1 Mmpsiairst, 2008, 35(05): 375-379.

5E1CP#%08002248 %5
FALETE ©  (IRBHATET) i

CH LSO A SORH R SR A IR A W B TR BOR3CH: support@magtech.com.cn




