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Correlation between single nucleotide polymor phism rs165599 and volume of brain regionsin Chinese
population
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Objective To explore the correlation between single nucleotide polymorphism (SNP) rs165599 of catechol-O-methyl transferase (COMT), a susceptibility gene of schizophrenia, and the volume of
some brain regions. M ethods Totally 299 healthy Han Chinese volunteers were enrolled and underwent MRI. The volumes of 19 brain regions were measured using VBM8 software, and genotyping of
rs165599 was performed using SnaP Shot method. Linear regression model was used to analyze the correlation between SNPs rs165599 with volume of the 19 brain regions. Results In entire population
and male population, there was no correlation between SNPs rs165599 and volume of the 19 brain regions (all P>0.05). In female population, rs165599 was significantly correlated with volume of insula
and thalamus (P=0.04, 0.01). In carrier with effect alelic gene (C), the volume of insulawas larger, and the volume of thalamus was smaller compared with carrier with non-effect alelic gene (T). However,
the results could not survive multiple correction (adjust P=0.76, 0.15). Conclusion Rs165599 may be correlated with volume of insulaand thalamus in female.
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