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Two single nucleotide polymorphisms (+45T>G and+ 276G >T) of adiponectin gene and coronary
artery diseases in the elderly without diabetes
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B BRI 24 NIREFE LSNPS +45T>GRISNPS +276G > T 5 S AF A58 IR e Lo AR DG« ik #E4%20054E11 H 52009412 H A fE
BB O e P RE b, AT RS 5« E88265 % IR IR i 688151, AR ek 2 ikt 5 45 43 b e Lo 4. 396 51 ALkt i 412920 . RIS
it e 2,5 I R S 2 I 0 VA 22 S PR . S5 R SNPs+45T > GHE R 1y RAFT GG A i Dol IR FE B MR TT R B 9 (OR =
2.65, P<<0.01) ; SNPs+276G>THFE R AN GCHLE K AL i MR R TTA S BN (OR =2.36, P<0.01) ; 244 TGTALH KA.
W fER PR TT R BN (OR = 1.66, P<<0.05) . logisticlJH43#T &7~, SNPs+45T>GIH: R K GGLY, SNPs+276G>TH KRN
GGHIGTHY & Jeb Ui K MST I fE K K 25 . SNPS+45T>GHISNPs+276G > TH7 S AR (AT, JEIE L KISNPs +45T > GHL R H AL by 548
HIGGH #HSNPs+276G > TH:R LML HGGH, MSNPs+276G > TH: R LA N AR TTH HSNPs+45T > GR R A A TTA, BIGGGGH: A
RIMTTTTIR LS, HSNPs+45T>GHISNPs+276G > Tv 3L KE M GCGC R # kAL Wi e ket W 4 s FTTTTH % (OR=4.77,P
;;ﬁi%% & FEZEARRE R A, IR ZIERISNPs+45T > GRIKFR A N GG H FISNPs+276G > TN R A GGG TR # 1] fig & i Vi

EXHE:

Obijective To investigate the association between two single nucleotide polymorphisms (SNPs+45T>G and SNPs+276G>T) of
adiponectin gene and coronary artery diseases(CAD) in elderly patients without diabetes. Methods Coronary angiography were performed in
688 subjects =65 years without diabetes who were admitted to department of cardiology during November 2005 to December 2009. The
subjects were divided into CAD group and control group according to coronary angiography. Genotype of two SNPs was measured by
polymerase chain reaction/ligase detection reaction (PCR/LDR) assay. Results At+45position, the risk rate of CAD in GG genotype was
significantly increased compared with that in TT genotype(OR = 2.65, P<<0.01). At+276position, the risk rate of CAD in GG or GT genotype
was significantly higher than that in TT genotype(GG: OR = 2.36, P<<0.01; GT: OR =1.66, P<<0.05). Logistic regression analysis showed that
GG genotype at SNPs+45T>G, GG genotype and GT genotype at SNPs+276G>T were independent risk factors of CAD. Furthermore,
adiponectin gene SNPs+45T>G and SNPs+276G>T displayed strong linkage disequilibrium. GG genotype was shown at SNPs+276G
>T when SNPs+45T>G genotype was GG and TT genotype was shown at SNPs+45T>G when SNPs+276G>T genotype was TT, that
is GGGG and TTTT genotypes. Homozygous GGGG subjects showed a significantly higher risk of CAD(OR = 4.77, P<<0.01) than
homozygous TTTT subjects. Conclusion In non-diabetic elderly subjects, those with GG genotype at SNPs+45T>G, GG genotype and GT
genotype at SNPs+276G>T are the susceptible population of CAD.
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