TR R R (B2 2 ) 2010, 35(11) 1201- DOI:  10.3969/j.issn.1672-
7347.2010. I1SSN: 1672-7347 CN: 43-1427/R

ARIHS | PES | R | mgR [ITERAT]  [RH]
LRIk ¥R g
45 L i 5 e oy 1 o BB 9k

7 A E

ESE )

F Supporting info
TR KM= R B R, KD 410013 F PDF(876KB)
i F [HTML4:3C]

F 2 CHR[PDF]

TR A 225 He AR TR TR SEPERT AR, B LB . USRI (050 750 O O S s, LIt b 20k
SR ORI G A 0% TR 2 —, P00 G L W A I 3007 B e T A2
L K AR R BT (LB | 23 R DL — s BT [l — 4000, SRR Y 7 % M5 i 1 5 0 i

AT R . DRIE, PR 21 SR e 25 e W8 W R BUS I 1 A7, W s p sy 7 | ICASSCIERREI

Sy WTbRTE,  H TR S IR IREA T MG YT AR IC N (I AR LTS

KB AU AR AT I
b 51 HIASC

Omics docking and molecular classification in colorectal cancer b Email Alert

b OO A
k0 R B SR
Department of Gastroenterology, Third Xiangya Hospital, Central South University, Changsha 410013, A S A A S
China

(RN 71
b AETA

Omics docking has become a hot spot in oncology research, which is used to screen specific biomarkers SIS

for the establishment of molecular classification in the treatment and/or prognosis of diseases, especially ESE(EY P
in cancer research. Colorectal cancer (CRC) is one of the common malignant tumors, the traditional PubMed
diagnosis and treatment of which depends on clinical manifestations, classic pathological and imaging

examination. In clinical pathology, completely different fates and prognoses were observed in CRC

patients with the same type, at the same stage, and even with the same treatment. It is critical to use

the omics docking strategy to select molecular biomarkers for early diagnosis and to assess the

prognosis of CRC, to further standardize molecular classification model, and to guide individual
treatment of CRC.

PENG Ya, SHEN Shourong
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