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Abstract:

ASCAR B AR ILTE
Objective: To investigate the effect of total glucosides of peony (TGP) on expression and DNA PubMed

methylation status of ITGAL gene (CD11a) in cD** T cells from patients with systemic lupus
erythematosus (SLE). Methods: cD** T cells were isolated by positive selection using CD4 beads.

cD** T cells were treated by TGP at 0, 62.5, 312.5 and 1562.5 mg/L for 48 h. The MTT method was
used to assess cell viability; mRNA expression level was measured by realtime-PCR; protein level of

CD11a was measured by flow cytometric analysis; DNA methylation status was assayed by bisulfite

sequencing. Results: No significant change in cell viability was found in cD* T cells among the different
concentration groups (P>0.05). Compared with control, the mRNA and protein levels of ITGAL were

down-regulated significantly in SLE cD?* T cells treated with TGP (1562.5 mg/L) (P< 0.01). Furthermore,
the extent of DNA methylation of ITGAL promoter was increased in TGP (1562.5 mg/L) treated cot T
cells compared with control group (P<0.01). Conclusion: TGP can repress CD1la gene expression

through enhancing DNA methylation of ITGAL promoter in cD** T cells from patients with SLE. This
observation represents a preliminay step in understanding the mechanism of TGP in SLE therapy.

Keywords: total glucosides of peony systemic lupus erythematosus cD* Tcells ITGAL DNA
methylation
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