\

RN .
(i W;.l h T E fj NIV
"Q-\,.&.s‘—“ School of Public Health I\Ianjlng Medical University . .
;_v English Version
WIS % BT e .
HidfEH
Siki%zBR

RmE: EMRITFR KMAESE: 2019-02-10 JEIREL: 5522

HLPA, B, BIER. METESH, IHEeR FELE NEEFETHN. mRENAZNFTEFETHEIN. 20085F5RmER
ERKEMBES GEMRITFESR) EFFTEA. 0 3FRERERAZENRIUFEIZM (SN RIERR). EHXFAHD
SFHRMERIEREERAFETR(GESID: David C. Christiani#i¥), BRAFEFRMERRFELRGEESIN: EHEE. £
BENEEFARESRITERICTARIGRMARR, RIFERCI0RE. HP, UE—FE. BIEESHERREAILIIREIF25
DR, [F>1591R, [F>59513R), SREFEREANZES. SEEFRURZLDEHRRMRTSMA. TIHEERREES. FE
BETERFESEN; SIMREERARITY. EREARNZESENNEESMER. ENRER, KIDEFRIR SR,
YERSFARRFMAMBARE RIEERK) BRRFTEFR,

srsm
EYEFABERTIRIC T ERIGRN BAR

BREFR

it BRI ERAE0 SERERAFE EME
EEIE: 025-86868436

HB#E: zhangruyang@njmu.edu.cn

M E

1. IHEBERREFESH EIIE, BK20191354, EF EEBNSEZHIETEEIREEROTAENR, 2019.07-2022.06, 7E
o,

2. IHERBER=ERBRHACIFCSERSFIE, 4-1-4, IFNAEENESEFESHEAARSRA, 2019.09-2020.09,
g, F#.

3. PEETEREFESEHE LIBEER, 2018M633767, ETRINSHEF IR BIEREEBIESEMTT, 2018.02-2020.02,
-DLﬁ EE;T

4. IHEREFREARZARE_ EINERE), 18KIB310011, SEFREERESDTRMERAERIRBISEHZT, 2018.09-
2020.08, 453, FiF.

. EXEARFESETFEES, 81402763, ETHIAHDEASIREEBIESEMT, 2015.01-2017.12, £588, Fi,

6. EEEFRAWLRLTBEWRICESIE, T42 OH008416, Gene-gene and gene-endotoxin interactions in lung function decline among
cotton textile workers in the Shanghai Textile Worker Cohort Study, 2016.10-2017.06, #5888, F3#H(SIf: David C Christiani),

7. BRENAEREAEESERIE, 2013NJMU0LI6, GWASHRIERE-EFE. BEE-MERE(ERFITHITA AR, 2014.01-
2015.12, £57R, Fi%,

IIAEZSEERARALIFATIIE, XZZ11_0733, EFEERERIIGWASTHKEE DM, 2011.06-2013.06, 458, Fi#F.

. EREAWEITR SEEUERR IS IEERTI, 2016YFE0204900, EFHAMSINESBREESARHEERNERS
{EBfFFR, 2017.09-2020.08, 7ERF, FHRBET.

10. ERBARZFESERITE, 81530088, EFABNEYNEZZ EHEIEEST I ERIERIETUIHZ, 2016.01-2020.12, A%
&3, HRETF.


http://gwxy.njmu.edu.cn/main.htm
http://english.njmu.edu.cn/5454/list.htm
http://gwxy.njmu.edu.cn/14771/list.htm
http://gwxy.njmu.edu.cn/14772/list.htm

LR

T

RS

—_

2020F THEFR—FRHBED

019FHERSFARAEMAMBRRR (RIERAR) BRRETEFRHRZH)
201 8F R ERI A B/ M F B F RIS RIERR D)
2018FRRME T —EEARFMFFRICL=FLHEE)

20145 AR ERKFMFBELIEN

6. 202FHERERUFAFRERAFARELCL —FRHEH)

> W

W

L 209FEIHEEESRARMAFEIE Y =FRIESEIMHEE)

2020 FHFEAZATTENIRITASE (KEUBEH) —SRIESEMHEESE2)
2019FBHEHMEEARFEHRF ERRERNSRRIESEIMHESED
2019FHEFRSASHIED T AREE—SRIESEIMHESED
2019FHEFRSASEIED T ARMBALRHEED
2019FFEARFETENRITARE (KEEEHE) —SRIESEMHEES)
019FFERFETENRITAR FREEE) —SRESEINHEEE2)
2019FRRERIAZREREL S

2019 MathorCupiiREF RPN TR _SRIESEIMHESED

10. 20195 B ERAF2019F2EARZETENIRITABRRE—SRHEE)

11. 2019FRRERAF2019FEEAZET BRI AERE_SIESEMHESED
12. 2019FRRERKAF2019F2EAZETTEINIRIT ARRE _SRIESEINHESED)
13. 2019£EZEE The Mathematical Contest in ModelingdFi3ZHgSEIMHER 1)

14. 209FERENAZAUFHRAZEFIFAREREE _SRIESEIMHEEED
15. 2018ZFAsia and Pacific Mathematical Contest in Modeling —_ZF3IESZIMHERED)

16. 2019FTHEREFRAFERAMRIEALSERBRYBIERIITHE—SRIESEIMHEHEED
17. 2019FTHEBREFRAFEN AMKIFALSERBHBIERRITIE=SRIESEIMHEED
18. 2018EFRRERIAZIRRS 3B ARIESD

19. 2018FHEFRSASHIESTAREE —SRIESEIMHEEED

20. 2018FHEBRSASHIESITARLETRIESEINHEED

21. 2083 FHEARRRELT R ER R EMRINEARIA B E—SRHEEED
22. 2018F2EBR (BEFR) MRHFHE=SRHEED

23. 2017 I ARSI RMRHFRE=FRHESD

w»ok wd

v ®» 2o

REMRX HRE—EE, *RBIRES)

1. Shen S#, Zhang_R#, Jiang Y, Li Y, Lin L, Liu Z, Zhao Y, Shen H, Hu Z, Wei Y*, Chen F*. Comprehensive analyses of m6A
regulators and interactive coding and non-coding RNAs across 32 cancer types. Molecular Cancer. 2021 Apr 13;20(1):67.
IF=27.401

2. Shen S#, Wei Y#, LiY, Duan W, Dong X, Lin L, You D, Tardon A, Chen C, Field JK, Hung RJ, Liu G, Zhu D, Amos CI, Su L,
Zhao Y, Hu Z, Shen H, ZhangB*, Chen F’, Christiani DC".A genome-wide association study links TNS3 and SEPT7 to survival

of long-term former smoking non-small cell lung cancer patients: Evidence from multi-omics studies. NPJ Precision
Oncology. 2021May 17;5(1):39. IF=8.254




10.

1.

12.

13.

14.

15.

Lin L¥, Zhang R¥, Huang H, Wei L, Chen X, Zhu Y, Li Y, Christiani DC, Wei Y", Chen F". Mendelian randomization with refined
instrumental variables from genetic score improves accuracy and reduces bias. Frontiers in Genetics. 2021Mar
17;12:618829. IF=4.599

Wei Y**, Huang H*, Zhang R¥, Zhu Z, Zhu Y, Lin L, Dong X, Wei L, Chen X, Liu Z, Zhao Y, Su L, Chen F", Christiani
DC" Association of Serum Mannose with Acute Respiratory Distress Syndrome Risk and Survival. JAMA Network Open.
2021 Jan; 4(1):e2034569. IF=8.483

Dong X* He J¥ Lin L¥, Zhu Y, Chen C, Su L, Zhao Y, Zhang R’, Wei Y*, Chen F, Christiani DC. Association Between Aspirin
Use and Lung Cancer Incidence Depends on High-Frequency Use, Bodyweight, and Age in U.S. Adults. Translational
Lung Cancer Research. 2021 Jan. 10 (1): 392-401. IF=6.498

Ji x# QOIS G IAR LRI | in |# shen S, Dong X, Chen C, Li Y, Zhu Y, Huang H, Chen J, Chen X, Wei L, He J,
Duan W, Su L, Jiang Y, Fan J, Guan J, You D, Shafer A, Bjaanaes MM, Karlsson A, Planck M, Staaf J, Helland A, Esteller M, Wei
Y*,Zhang R*, Chen F, Christiani DC. Epigenetic-smoking interaction reveals histologically heterogeneous effects of
TRIM27 DNA methylation on overall survival among early-stage NSCLC patients. Molecular Oncology. 2020 Nov; 14 (11):
2759-2774. IF=6.603 & EHH IS F . 20204 EWITIR AHHIT. 11548 Ll s AR TS Bl ig 30

Mgﬂ#v*, Chen Chao#, Dong X#, Shen S, Lai L, He J, You D, Lin J, Zhu Y, Huang H, Chen J, Wei L, Chen X, Li Y, Guo Y,
Duan W, Liu L, Su L, Shafer A, Fleischer T, Bjaanaes MM, Karlsson A, Planck M, Wang R, Staaf J, Helland A, Esteller M, Wei Y",
Chen F’, Christiani DC. Independent validation of early-stage non-small cell lung cancer prognostic scores incorporating
epigenetic and transcriptional biomarkers with gene-gene interactions and main effects. CHEST. 2020 Aug; 158 (2): 808-

819. IF=9.410 FH H 4R k&

Chen C¥, Wei Y# Wei L, Chen J, Chen X, Dong X, He J, Lin L, Zhu Y, Huang H, You D, Lai L, Shen S, Duan W, Su L, Shafer A,
Fleischer T, Bjaanaes MM, Karlsson A, Planck M, Wang R, Staaf J, Helland A, Esteller M, Zhangﬂ*, Chen F*, Christiani DC.
Epigenome-wide gene-age interaction analysis reveals reversed effects of PRODH DNA methylation on survival between young
and elderly early-stage NSCLC patients. Aging-US. 2020 Jun 8;12(11):10642-10662. IF=5.682

Dong x*, ZhangB#, He J, Lai L, Alolga RN, Shen S, Zhu Y, You D, Lin L, Chen C, Zhao Y, Duan W, Su L, Shafer A, Moran S,

Fleischer T, Bjaanses MM, Karlsson A, Planck M, Wang R, Staaf J, Helland A, Esteller M, Wei Y", Chen F’, Christiani DC. Trans-
omics biomarker model improves prognostic prediction accuracy for early-stage lung adenocarcinoma. Aging-US. 2019 Aug
21;11(16):6312-6335. IF=4.831

Mgﬂ#, Lai L#, Dong X, He J, You D, Chen C, Lin L, Zhu Y, Huang H, Shen S, Wei L, Chen X, Guo Y, Liu L, Su L, Shafer A,
Moran S, Fleischer T, Bjaanaes MM, Karlsson A, Planck M, Staaf J, Helland A, Esteller M, Wei Y, Chen F", Christiani DC.
SIPA1L3 methylation modifies the benefit of smoking cessation on lung adenocarcinoma survival: An epigenomic—smoking
interaction analysis. Molecular Oncology. 2019 May;13(5):1235-1248. IF=6.574 202041t Fyw i H it

Zhu Y#, Wei Y#, Zhang R¥, Dong X, Shen S, Zhao Y, Bai J, Albanes D, Caporaso NE, Landi MT, Zhu B, Chanock SJ, Gu F, Lam
S, Tsao MS, Shepherd FA, Tardon A, Fernandez-Somoano A, Fernandez-Tardon G, Chen C, Barnett MJ, Doherty J, Bojesen SE,
Johansson M, Brennan P, McKay JD, Carreras-Torres R, Muley T, Risch A, Wichmann HE, Bickeboeller H, Rosenberger A,
Rennert G, Saliba W, Arnold SM, Field JK, Davies MPA, Marcus MW, Wu X, Ye Y, Le Marchand L, Wilkens LR, Melander O,
Manjer J, Brunnstrdm H, Hung RJ, Liu G, Brhane Y, Kachuri L, Andrew AS, Duell EJ, Kiemeney LA, van der Heijden EHFM,
Haugen A, Zienolddiny S, Skaug V, Grankvist K, Johansson M, Woll PJ, Cox A, Taylor F, Teare DM, Lazarus P, Schabath MB,
Aldrich MC, Houlston RS, McLaughlin J, Stevens VL, Shen H, Hu Z, Dai J, Amos ClI, Han Y, Zhu D, Goodman GE, Chen F*,

Christiani DC”. Elevated platelet count appears to be causally associated with increased risk of lung cancer: A Mendelian
randomization analysis. Cancer Epidemiology Biomarkers & Prevention. 2019 May;28(5):935-942. IF=4.344
Mgﬂ#, Lai L¥, He J*#, Chen C, You D, Duan W, Dong X, Zhu Y, Lin L, Shen S, Guo Y, Su L, Shafer A, Moran S, Fleischer T,
Bjaanaes MM, Karlsson A, Planck M, Staaf J, Helland A, Esteller M, Wei Y*, Chen F*, Christiani DC". EGLN2 DNA methylation
and expression interact with HIF1A to affect survival of early-stage NSCLC. Epigenetics. 2019 Feb;14(2):118-129. IF=4.251
Duan W¥, Mgﬁ#, Zhao Y, Shen S, Wei Y, Chen F*, Christiani DC. Bayesian variable selection for parametric survival model
with applications to cancer omics data. Human Genomics. 2018Nov 6;12(1):49. IF=2.544

Shen S#, Zhangﬂ#, Zhang J, Wei Y, Guo Y, Su L, Chen F, Christiani DC*. Welding fume exposure is associated with
inflammation: A global metabolomics profiling study. Environmental Health. 2018 Aug 22;17(1):68. IF=4.43

Wang Z#, Wei Y#, Zhangl_'\‘#, Su L, Gogarten SM, Liu G, Brennan P, Field JK, McKay JD, Lissowska J, Swiatkowska B, Janout
V, Bolca C, Kontic M, Scelo G, Zaridze D, Laurie CC, Doheny KF, Pugh EK, Marosy BA, Hetrick KN, Xiao X, Pikielny C, Hung




16.

17.

18.

19.

20.

21.

22.

RJ, Amos ClI, Lin X, Christiani DC". Multi-omics analysis reveals a HIF network and hub gene EPAS1 associated with lung
adenocarcinoma. EBioMedicine. 2018 Jun;32:93-101. IF=6.68

Shen S*, Zhang R, Guo Y, Loehrer E, Wei Y, Zhu Y, Yuan Q, Moran S, Fleischer T, Bjaanaes MM, Karlsson A, Planck M, Staaf
J, Helland A, Esteller M, Su L, Chen F*, Christiani DC".A multi-omic study reveals BTG2 as a reliable prognostic marker for early-
stage non-small cell lung cancer. Molecular Oncology. 2018 Jun;12(6):913-924. IF=5.962

Wei Y¥, Liang J#, Mgl_i#, Guo Y, Shen S, Su L, Lin X, Moran S, Helland A, Bjaanaes MM, Karlsson A, Planck M, Esteller M,
Fleischer T, Staaf J, Zhao Y, Chen F’, Christiani DC". Epigenetic modifications in KDM lysine demethylases associate with
survival of early-stage NSCLC. Clinical Epigenetics. 2018 Apr 2;10:41. IF=5.496

Mgﬂ#, Wang Z, Tejera P, Frank AJ, Wei Y, Su L, Zhu Z, Guo Y, Chen F, Bajwa EK, Thompson BT, Christiani DC". Late-

onset moderate to severe acute respiratory distress syndrome is associated with shorter survival and higher mortality: a two-
stage association study. Intensive Care Medicine. 2017 Mar; 43(3):399-407. IF=15.008

Chu M#, Ji X#, Chen W#, MQ_R#, Sun C, Wang T, Luo C, Gong J, Zhu M, Fan J, Hou Z, Dai J, Jin G, Wu T, Chen F, Hu Z,
Ni C, Shen H".A genome-wide association study identifies susceptibility loci of silica-related pneumoconiosis in Han Chinese.
Human Molecular Genetics. 2014 Dec 1; 23(23): 6385-6394. IF=6.393

Lu C¥, Jiang J¥, Zhang R¥, Wang Y, Xu M, Qin Y, Lin Y, Guo X, Ni B, Zhao Y, Diao N, Chen F, Shen H, Sha J, Xia Y", Hu Z,
Wang X. Gene copy number alterations in the azoospermia-associated AZFc region and their effect on spermatogenic
impairment. Molecular Human Reproduction. 2014 Sep; 20(9): 836-843. IF=3.747

Zhangﬂ#, Chu M*, Zhao Y# Wu C, Guo H, Shi Y, Dai J, Wei Y, Jin G, Ma H, Dong J, Yi H, Gong J, Sun C, Zhu M, Wu T, Hu Z,

Lin D, Shen H, Chen F". A genome-wide gene-environment interaction analysis for tobacco smoke and lung cancer
susceptibility. Carcinogenesis. 2014 Jul; 35(7): 1528-1535. IF=5.334

Chu M#, ZhangB#, Zhao Y#, Wu C, Guo H, Zhou B, Lv J, Shi Y, Dai J, Jin G, Wei Y, Wang C, Gong J, Sun C, Zhu M, Qiu Y,

Wu T, Hu Z, Lin D, Shen H, Chen F. A genome-wide gene-gene interaction analysis identifies an epistatic gene pair for lung
cancer susceptibility in Han Chinese. Carcinogenesis. 2014 Mar 9, 35(3): 572-577. IF=5.334




443

PI4&IEFE: Medical Statistics (ARIBFEIRIE)
WEHbHE: https:/mooc].chaoxing.com/course/207299655.html

@ PMPHMOOC.COM

FIRBM: MENECEE-TMEXEERNT (2E—FRER)
WEHIE: http://www.pmphmooc.com/web/opencoursedetail?courseid=15451

T\ 2EESRMERETE
)_Eﬂi, =

MNational Universities Micro-Teaching Competition

MIRBMR: RISTREMRA: MIEFE (ZE=FRER
WAL http://weike.enetedu.com/play.asp?vodid=192792&e=28

MIRBMR: BREKIRAR: ESSH GIAE=ZFRER)
WIFEHbLE: http:/weike.enetedu.com/play.asp?vodid=192792&e=22

WRAFRE WIS mRERKEAHPAZRE All Right Reserved.
ek ddh: BRI EIRAE101S HEYRES: 211166 HEEURRS: 211166
FBiE: 025-86868409 f{£HE: 025-86868499

BEGR
[BhRAE


https://mooc1.chaoxing.com/course/207299655.html
http://www.pmphmooc.com/web/opencoursedetail?courseid=15451
http://weike.enetedu.com/play.asp?vodid=192792&e=28
http://weike.enetedu.com/play.asp?vodid=192792&e=22
http://202.195.181.46/login.jsp?_p=YXM9MjE2JnA9MSZtPU4m
http://gwxy.njmu.edu.cn/main.htm

