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Abstract:

Objective To investigate association of polymorphisms of killer cell immunoglobulin-like receptor(KIR)
genes with susceptibility to tuberculosis (TB) infection. Methods Sequence specific primer polymerase
chain reaction (SSP PCR) method was used to analyze 14 KIR genes in genomic DNA in 30 smear-
positive (SP) patients, 79 smear-negative (SN) patients and 30 healthy controls. Results Frequencies
of KIR2DL5 (P=0.007), 2DS1 (P=0.038), 2DS3 (P=0.010) and 3DS1(P=0.002) were statistically
significantly higher in the SP group than in the control group, while KIR2DS5(P=0.038) was lower. Also,
frequencies of KIR2DL5 (P=0.018), 2DS1 (P=0.000), 2DS5 (P=0.000) and 3DS1 (P=0.001) were
significantly higher in the SN group than in the control group. Compared with the SN group, frequencies
of KIR2DS4 (P=0.004) and KIR2DS5 (P=0.000) were higher in the SP group. In addition, the number of
subjects carrying more than two activating KIR genes in TB group was higher than that in the control
group (P=0.013). The frequency of genotype AJ was lower in TB patients than in the controls.
Conclusion Polymorphisms of KIR genes may be associated with susceptibility to TB infection.

Keywords: Killer cell immunoglobulin-like receptor; Tuberculosis, Pulmonary; Polymorphism, single
nucleotide
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