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Sequence Analysis of 16S rDNA Gene of Endosymbiont of Acanthamoeba sp. CB/S1 Isolated from Soil
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T AR L - R ALY AT I A T I A MEE, S5 BT oK LCB/SI AR A0 . e LA 41 11116S rDNASEIN, HEATIERF AT . 45
REY, SHARL R Y OBK ECB/STN LA QI B 2 B AFIHR, ERBA AN i . BEFTK LCB/S1 N AL AE 4111 16S rDNAJER K1
534 bp, HEWMERKEFE (Candidatus Amoebophilus asiaticus 5a2) 1 E BEFT A [ 4> Bk KA/E21 P93 H 1116S rDNALE
P IR 28 498 % « EALR A3 T4 W, TRBTK L CB/SL Py LA 41 B 5 5 DB K LK A/E2L Py JE A B . S PG IR EURF B P IRt phy
AR AN TR RIAT TRLEE /I e P A 20 R S5 40 TR B R

KB BEPTREL 16S rDNA  WALAEANTE RV WG B K AT R

Abstract: The endosymbiont of Acanthamoeba sp. CB/S1 was identified by orcein-carmine staining and 16S rDNA
sequence analysis. The endosymbiont bacteria were rod-shaped and darkly stained, and irregularly localized within the
cytoplasm. The length of the 16S rDNA was 1 534 bp and its DNA sequence was closely related to those of Candidatus
Amoebophilus asiaticus and Acanthamoeba sp. KA/E21 with 98% homology. Phylogenetic analysis showed that the
endosymbiont of CB/S1, the endosymbiont of KA/E21, Candidatus Amoebophilus asiaticus, the endosymbiont of
Ixodes scapularis, and the endosymbiont of Encarsia pergandiella constitute a monophyletic lineage in phylogenetic tree.

Keywords: Acanthamoeba 16S rDNA Endosymbiont Candidatus Amoebophilus asiaticus

SIRAASC:

Service

b A SCHER SR I
FIMAZRIR 4L

b OINT A B A

F Email Alert

F RSS

(R P

LHAE, BER HH T BT O B RRCB/SLN S M I 1016S rDNAESMT[I] A [ 254 2y 55 95 A4 dupi 4, 2011,V29(2): 98-100

XUAN Ying-hua, CUI Chun-quan, ZHENG Shan-zi*.Sequence Analysis of 16S rDNA Gene of Endosymbiont of Acanthamoeba sp. CB/S1 Isolated from Soil[J] ,

2011,V29(2):98-100

Copyright 2010 by 1 [H 77 A= th 2 b5 75 A dug ek



