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摘要 目的  基于核糖体DNA ITS区和COX1基因，PCR鉴别鱼体内华支睾吸虫囊蚴。  方法  于2013年5月底采集广西横县某水库的麦穗鱼，用

消化法从鱼肉组织中分离单个华支睾吸虫囊蚴及其他吸虫囊蚴；PCR检测华支睾吸虫核糖体DNA ITS区和COX1基因，并分析检测的灵敏性和特

异性。  结果  分离到不同发育阶段的华支睾吸虫囊蚴并经PCR检测证实。用针对核糖体DNA ITS区和COX1基因的PCR均能检测到单个华支睾吸

虫囊蚴DNA，其特异性扩增条带大小分别为437/549、156/249和195/166 bp。用核糖体DNA ITS1和ITS2区的通用引物和特异性引物扩增

华支睾吸虫囊蚴DNA的阳性数之比分别为0.905和0.952。针对COX1基因的特异性扩增均检测到目标DNA，并且扩增条带较亮。用该方法对其

他吸虫囊蚴检测的对比试验显示特异性引物均未出现任何非特异性扩增反应；用ITS区通用引物检测其他吸虫囊蚴则显示出严重的非特异性扩增

反应。  结论  通过形态观察结合PCR法识别出了不同发育阶段的华支睾吸虫囊蚴。用华支睾吸虫核糖体DNA ITS区的特异性引物进行PCR检测

的灵敏性和特异性均优于相应通用引物。针对COX1基因的特异性PCR检测的灵敏性和特异性与核糖体DNA ITS区的检测结果相当。
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Abstract： Objective  To identify Clonorchis sinensis metacercariae using PCR targeting ribosomal DNA ITS region and 

COX1 gene.  Methods  Pseudorasbora parva were collected from Hengxian County of Guangxi at the end of May 2013. 

Single metacercaria of C. sinensis and other trematodes were separated from muscle tissue of P. parva by digestion 

method. Primers targeting ribosomal DNA ITS region and COX1 gene of C. sinensis were designed for PCR and the 

universal primers were used as control. The sensitivity and specificity of the PCR detection were analyzed.  Results  C. 

sinensis metacercariae at different stages were identified by PCR. DNA from single C. sinensis metacercaria was detected 

by PCR targeting ribosomal DNA ITS region and COX1 gene. The specific amplicans have sizes of 437/549, 156/249 and 

195/166 bp, respectively. The ratio of the two positive numbers in PCR with universal primers and specific primers 

targeting C. sinensis ribosomal DNA ITS1 and ITS2 regions was 0.905 and 0.952, respectively. The target gene 

fragments were amplified by PCR using COX1 gene-specific primers. The PCR with specific primers did not show any non-

specific amplification. However, the PCR with universal primers targeting ribosomal DNA ITS regions performed serious 

non-specific amplification.  Conclusion  C. sinensis metacercariae at different stages are identified by morphological 

observation and PCR method. Species-specific primers targeting ribosomal DNA ITS region show higher sensitivity and 

specificity than the universal primers. PCR targeting COX1 gene shows similar sensitivity and specificity to PCR with 

specific primers targeting ribosomal DNA ITS regions. 
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