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Abstract: A PCR-RFLP method typing the prevalent sandflies from =



leishmaniasis endemic areas in China was established in our study. We
designed a pair of universal primer for 6 species of sandflies. Species-
specific differences encountered in the nucleotide sequences of the COI
gene were used to design a PCR-RFLP assay for the identification of
Phlebotomus chinensis, Phlebotomus longiductus, Phlebotomus
alexandri, Phlebotomus wui, Sergentomyia koloshanensis and
Sergentomyia squamirostris. The specific patterns were developed by
double digesting amplified COIl gene with Tagl and Pstl. The PCR-RFLP
assay based on COI gene diversity to distinguish 6 species of sandflies
was found to be highly specific, sensitive and simple.
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