AR 2224 (R 24 h) 2010, 48(5) 79-84 DOI: ISSN: 1671-7554 CN: 37-1390/R

AW | FRMER LR | R
K S T 2% 3 TR B R 2 46 11 L9667 15 % 4 AR X6 1 Metass 7
559105, 5 9 3K

AU LB R S, 7 250021

W

[FTEIAT]  [DCH]

HIY BRI R £ (RA) SRR 24k 11196 (TNFRI1196) JERIA7 M2 ARG M. T7iE #
R ORFAH KRAFITNFR [T 1965 K47 /i 2 & PE R SCERIEA T Meta b BT . 55 A 9% TR NIE, i N21400IRAE
F(RAZ) 112970 HEF (f BERTHIRZH) . 2280 HT B /RRA S TNFR 1T 19647 S 254 H K TG GGEE N AYARIELE X
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Association between rheumatoid arthritis and tumor necrosis factor receptor Il -
196 site polymorphism: the Meta analysis

GE Yong Peng, YANG Qing rui, ZHANG Yuan chao

Department of Rheumatology and Immunology, Provincial Hospital Affiliated to Shandong University,
Jinan 250021, China

Abstract-

Objective To investigate the association between the tumor necrosis factor receptor Il position 196
(TNFRII 196) gene polymorphism and patients with rheumatoid arthritis (RA). Methods We performed
a meta analysis of the published literatures on the TNFR ][ position 196 gene polymorphism and RA.
Results A total of nine literatures involving 2140 cases and 1297 controls were included. Comprehensive
analysis showed that there was no association between TNFR ] 196 alleles, TNFR[[196TG, GG genotype
and RA, (OR=1.11; 95% CI=0.91-1.34; P=0.32 for TNFR][196 alleles; OR=1.38; 95% CI=0.97-1.98;
P=0.07 for TNFR][196TG genotype; and OR=1.09; 95% CI1=0.93-1.27; P=0.31 for TNFR]] 196GG
genotype. However, an association between TNFR ][ 196 alleles and TNFR [[ 196GG genotype and familial
RA was found (OR=1.43; 95% CIl= 1.11-1.86; P=0.006 for TNFR ][ 196 alleles and OR=2.68; 95%
Cl=1.39-5.17; P=0.003 TNFR [ 196GG genotype, respectively), but not between TNFR [ 196TG genotype
and familial RA (OR=1.00; 95% CI1=0.71-1.39; P=0.98). Finally we found no association between the
TNFR ][ 196 alleles, TNFR[196GG, TG genotype and Sporadic RA (OR=1.13; 95% CI1=0.89 1.44;
P=0.32 for TNFR ][ 196 alleles; OR=1.44; 95% Cl= 0.75-2.76; P=0.27 for TNFR ][ 196GG genotype; and
OR=1.03; 95% C1=0.76-1.39; P=0.86 for TNFR[[196TG genotype). Conclusions This Meta-analysis
suggested that there was no association between the TNFR [] position 196 gene polymorphism and RA,
but the TNFR ] 196 alleles and the GG genotype might be associated with familial not sporadic RA.

Keywords: arthritis, rheumatoid; Polymorphism(genetics); Tumor necrosis factor Receptor [[; Meta
analysis

Wi 1391 2010-01-07 f&[u] [ 11 194 £ g & A FH 39
DOI:
G T H -

HIZR48 A AR AL G B H (Q2007C09) ;11 A e 24 LA H (2007AZ014) ;11 A48 RHG MR I H
(2008GG10002009)

AR ok (1951 ), 55, B, LA, RGN SR (KSR RE AR AT 5. E-

mail:qryang720@163.com

IR 5555 S A5t

ASCAEF A R
PubMed

¥ Yy RE

AIAE R
F Supporting info
k PDF(351KB)
F [HTML4: 3]
b 22 CHR[PDF]
(=T

P EASCHERE A IR
F AT
BN HE AR
b HASC
F Email Alert
bSO
(RPN E PSS
AR SRR AH G S
KRR R: AR G
FALZE) o MIRIRSEI T2 A
II; MetaZd#r




TEH fa A B (1983-) 55, WULWIE, T 2SR A AR RS IXGRI J IR HLEN 5T
{E % Email:

22 30k

AT A R R AL EE

Copyright by |17 22 25 4R (BE 22 HiR)



