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Abstract BACKGROUND & AIM: To explore the CX3CR1 genetic polymorphismsin HIV-
infected and uninfected Chinese Yi Ethnic Groupsin Sichuan. MATERIALS AND METHODS:

The genomic DNA of 202 Yi subjects (115 HIV-1 uninfected, 87 HIV-1 infected) was extracted
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from PBMCs. The V2491 and T280 M allelic frequencies were identified by PCR-RFLP. All
data were tested by y2 anaysis. RESULTS: Allelic frequencies of 2491 and 280M in HIV-1
uninfected group were 8.3% and 5.7%, respectively. The frequenciesin HIV-1 infected group
were 7.5% and 5.7%, respectively. There was no significant difference between HIV-1 infected
group and HIV-1 uninfected group, and both groups were in accordance with Hardy-Weinberg
equilibrium. There are strong linkage disequilibrium between 2491 and 280M of CX3CR1.
CONCLUSION: Polymorphism of CX3CRL1 alele from Chinese Yi Ethnic Group was found,
this would be helpful for the risk analysis of HIV infection and the rate of HIV disease
progression in Chinese Yi Ethnic Group in Sichuan.
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