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Abstract: Three novel SNPs were found by DNA sequencing, PCR-RFLP and CRS-PCR methods were used for 1 AH 96 SCEE

genotyping in 979 Chinese Holstein cattle. One SNP, G1178C, was identified in exon 2 of POU1F1 gene. Two novel } BRELE
SNPs, A906G and A1134G, were identified in 5’ -flanking regulatory region (5' -UTR) of PRL gene. The association

between poly-morphisms of the two genes and milk performance traits were analyzed with PROC GLM of SAS. The b BRI
results showed that GC genotype at 1178 locus of POU1F1 gene was advantageous for milk yield, milk protein y ERKB
yield, and milk fat yield. AG genotype at 906 locus was advantageous for milk yield. There was no significant b

difference between 1134 locus and milk performance traits of 5 -UTR of PRL gene. Analysis of genotype
combination effect on milk production traits showed that the effect of combined genotype was not simple sum of
single genotypes and the effects of gene pyramiding seemed to be more important in molecular breeding.

Keywords: Chinese Holstein cattle, POU1F1, PRL, polymorphism, milk performance traits,
combined effects
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