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Abstract: BtO1 is a new type of rice that has been genetically modified to express CrylAb protein. This study
confirmed that CrylAb was inserted into BtO1l as a single copy using Southern blotting analysis. TAIL-PCR method
was further used to obtain its insertion siteinformation. Specific PCR primers and TagMan probes were designed
based on the 5’ -integration junction sequence of transgenic rice BtO1. The results showed that the limit of
detection (LOD) was ten copies in qualitative PCR. The quantitative PCR assay showed that the LOD was five
copies, and the limit of quantification (LOQ) was ten copies. In addition, the accuracy of the established
quantitative PCR was verified by detecting two samples containing 3% and 0.5%Bt01, respectively. The
quantitative PCRanalysis showed the results were 2.7% and 0.47%, respectively.The above results indicated that
the event-specific PCR methodsdeveloped have high specificity and good sen-sitivity, which could be effective
methods for identifying and testing the genetically modified BtO1 rice.
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