HI | RTAR | WEMEE | ATRHE | REMG | Pl | R | 7 ks | s | BRRAT | BER

#ifE = 2012, Vol. 34 = Issue (5) :621-634 DOI: 10.3724/SP.J.1005.2012.00621

Gk =1 S HF | FES | PR | s aER << Previous Articles | Next Articles >>
P B A AR A BRI AR A by

LR, A, XEN

LN EE RN B A e, SR AE S REEE TSR E, 24 730020

MA Li-Chao, WANG Yan-Rong, LIU Zhi-Peng

College of Pastoral Agriculture Science and Technology, Lanzhou University, State Key Laboratory of Grassland Agro-Ecosystems, Lanzhou 730020, China

« SR
o MIRICEE

Download: PDF (512KB) HTML (226KB) Export: BibTeX or EndNote (RIS) Supplementary data

9 FEH T (Medicago truncatula G.)7E88 EHE R IAIE R 25 5 HALR TR S R B RSN, s e s iR
FEIED, FHIXSIE 2 AR R 10 R LT, Fe Rk R AT I, R TR ey e —
HEAR R P TIA. KESERE Rk, I LUILPISTILLATAPY) MBS HIRL, S0 ik T O7AH e e i ek sy P DA A

B (Ratio=10, HZz=>7.9). iyt [Fitont, i 7ix KK/ (Arabidopsis thaliana L.). A (Glycine max L.). Filikig ¢ A%

(Lotus japonicus L.)FI7KFE(Oryza sativa L.) i E R PR . XX REERTES PRI Y ik . Rk M I REET LLER, BN S

R RBOE MR, B R RIER 1A REN, TS REOT Y, HRRBMEGOFAERE K. S—BHEENE b Email Alert

BB R R EREAT I B T 007, RIUR R B R R B 2Bt (A 1 15 i 3 T o R e P O AT
S, EHE MEY RAEEE Rk

F RSS

(RS

Abstract: The expression of genes specific to floral organ is important for the floral organ formation and b IRl
development in Medicago truncatula. Screening of the genes specifically expressed in M. truncatula flowers and
comparing the expression patterns of their orthologous homologous genes among different model plants can
provide novel insights into the functions of these genes in controlling the floral organ development in M.
truncatula. According to the expression profile data of PISTILLATA (PI), we screened 97 genes specifically
expressed in M. truncatula floral organs (ratio=10 and Z=7.9). Their homolog genes were also identified in
Arabidopsis thaliana, soybean (Glycine max L.), Lotus japonicus, and rice (Oryza sativa L.). The results of
comparing the gene expression levels, the gene expression patterns, and the gene functions among these species
indicated that the expression variation of the orthologous homolog genes was small in the kindred species and was
great in distant species. Furthermore, we compared the cis-acting regulatory elements of the genes, which had
large expression variation among different plants. These results suggest that the great discrepancy of the
orthologous homolog gene expression caused by the different character of cis-element in the promoter region.
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